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<150> 60/315,600 
<151> 2001-08-29 

<160> 132 

<170> Patentln Ver. 2.1 

<210> 1 

<211> 1953 

<212> DNA 

<213> Homo sapiens 



<400> 1 

gtctgagtca cagagatggg caagatcgag 
ggcacccggc acgaaaccta ccgcagcacc 
cttcttgcct cctccgagcc cccaggcgac 
ccgtcgccgc ctccactgtc gccgccgccg 
ggctgcttcg agggcggcgc gggcaactgc 
cccggtggcg gccgcgagtt cttcttcgac 
aattactacc gcaccggcaa gctgcactgc 
gaggagctgg ccttctgggg catcgacgag 
taccggcagc accgcgacgc cgaggaggcg 
ggcggcgacc ccggcgacga cgaggacctg 
gcggggctcg ggggcccgga cggcaaatct 
tgggccctct tcgaagaccc ctactcgtcc 
ttattcttca tcctggtttc aattacaact 
attgttaaaa acaagacaga accagtcatc 
attgaaacgg atcctgcctt gacgtatgta 
gaatttttag tccgtattgt tttttcaccc 
aatatcattg actttgtggc catcctacct 
tcatccaaag ctgctaaaga tgtgcttggc 
ctgagaattt tcaagctcac ccgccatttt 
cgagctagta ctaatgaatt tttgctgctg 
tttgctacca tgatctacta tgccgagaga 
agtgagcaca cacagttcaa aaacattccc 
actaccctgg gttatgggga tatgtacccc 
ctgtgtgctc tggctggagt gctgacaata 
tttggaatgt actactcctt ggcaatggca 
cacatccctc ctgctcctca ggcaagctca 
gcctgcaata gtacacagag tgacacatgt 
aacagatcag tgttatcagg tgacgacagt 
gaaaggctcc ccatcagacg ctctagtacc 
ttcctactga cgacaggtga ttacacgtgt 
gaaaaatccc gaagcttaaa caacatagcg 
ccagtaacat caccctacaa ctctccttgt 
tctatcttgt aaaccaaaca accaaactgc 



aacaacgaga gggtgatcct caatgtcggg 60 
ctcaagaccc tgcctggaac acgcctggcc 120 
tgcttgacca cggcgggcga caagctgcag 180 
agagcgcccc cgctgtcccc cgggccaggc 240 
agttcccgcg gcggcagggc cagcgaccat 3 00 
cggcacccgg gcgtcttcgc ctatgtgctc 360 
cccgcagacg tgtgcgggcc gctcttcgag 420 
accgacgtgg agccctgctg ctggatgacc 480 
ctggacatct tcgagacccc cgacctcatt 540 
gcggccaaga ggctgggcat cgaggacgcg 600 
ggccgctgga ggaggctgca gccccgcatg 660 
agagccgcca ggtttattgc ttttgcttct 720 
ttttgcctgg aaacacatga agctttcaat 780 
aatggcacaa gtgttgttct acagtatgaa 840 
gaaggagtgt gtgtggtgtg gtttactttt 900 
aataaacttg aattcatcaa aaatctcttg 960 
ttctacttag aggtgggact cagtgggctg 1020 
ttcctcaggg tggtaaggtt tgtgaggatc 1080 
gtaggtctga gggtgcttgg acatactctt 1140 
ataattttcc tggctctagg agttttgata 1200 
9tggg a gctc aacctaacga cccttcagct 1260 
attgggttct ggtgggctgt agtgaccatg 132 0 
caaacatggt caggcatgct ggtgggagcc 13 80 
gccatgccag tgcctgtcat tgtcaataat 1440 
aagcagaaac ttccaaggaa aagaaagaag 15 00 
cctacttttt gcaagacaga attaaatatg 1560 
ctgggcaaag acaatcgact tctggaacat 1620 
acaggaagtg agccgccact atcaccccca 1680 
agagacaaaa acagaagagg ggaaacatgt 174 0 
gcttctgatg gagggatcag gaaaggttat 1800 
ggcttggcag gcaatgctct gaggctctct 1860 
cctctgaggc gctctcgatc tcccatccca 1920 
ate 1953 



<210> 2 
<211> 638 
<212> PRT 

<213> Homo sapiens 
<400> 2 

Met Gly Lys lie Glu Asn Asn Glu Arg Val lie Leu Asn Val Gly Gly 
15 10 15 



2 



Thr Arg His Glu Thr Tyr Arg Ser Thr Leu Lys Thr Leu Pro Gly Thr 
20 25 30 



Arg Leu Ala Leu Leu Ala Ser Ser Glu Pro Pro Gly Asp Cys Leu Thr 
35 40 45 

Thr Ala Gly Asp Lys Leu Gin Pro Ser Pro Pro Pro Leu Ser Pro Pro 
50 55 60 

Pro Arg Ala Pro Pro Leu Ser Pro Gly Pro Gly Gly Cys Phe Glu Gly 
65 70 75 80 

Gly Ala Gly Asn Cys Ser Ser Arg Gly Gly Arg Ala Ser Asp His Pro 
85 90 95 

Gly Gly Gly Arg Glu Phe Phe Phe Asp Arg His Pro Gly Val Phe Ala 
100 105 110 

Tyr Val Leu Asn Tyr Tyr Arg Thr Gly Lys Leu His Cys Pro Ala Asp 
115 120 125 

Val Cys Gly Pro Leu Phe Glu Glu Glu Leu Ala Phe Trp Gly lie Asp 
130 135 140 

Glu Thr Asp Val Glu Pro Cys Cys Trp Met Thr Tyr Arg Gin His Arg 
145 150 155 160 

Asp Ala Glu Glu Ala Leu Asp lie Phe Glu Thr Pro Asp Leu lie Gly 
165 170 175 

Gly Asp Pro Gly Asp Asp Glu Asp Leu Ala Ala Lys Arg Leu Gly lie 
180 185 190 

Glu Asp Ala Ala Gly Leu Gly Gly Pro Asp Gly Lys Ser Gly Arg Trp 
195 200 205 

Arg Arg Leu Gin Pro Arg Met Trp Ala Leu Phe Glu Asp Pro Tyr Ser 
210 215 220 

Ser Arg Ala Ala Arg Phe lie Ala Phe Ala Ser Leu Phe Phe lie Leu 
225 230 235 240 

Val Ser lie Thr Thr Phe Cys Leu Glu Thr His Glu Ala Phe Asn lie 
245 250 255 

Val Lys Asn Lys Thr Glu Pro Val lie Asn Gly Thr Ser Val Val Leu 
260 265 270 

Gin Tyr Glu lie Glu Thr Asp Pro Ala Leu Thr Tyr Val Glu Gly Val 
275 280 285 

Cys Val Val Trp Phe Thr Phe Glu Phe Leu Val Arg lie Val Phe Ser 
290 295 300 



Pro Asn Lys Leu Glu Phe lie Lys Asn Leu Leu Asn lie lie Asp Phe 
305 310 315 320 



Val Ala lie Leu Pro Phe Tyr Leu Glu Val Gly Leu Ser Gly Leu Ser 
325 330 335 



Ser Lys Ala Ala Lys Asp Val Leu Gly Phe Leu Arg Val Val Arg Phe 
340 345 350 

Val Arg lie Leu Arg lie Phe Lys Leu Thr Arg His Phe Val Gly Leu 
3 55 3 60 3 65 

Arg Val Leu Gly His Thr Leu Arg Ala Ser Thr Asn Glu Phe Leu Leu 
370 375 380 

Leu lie lie Phe Leu Ala Leu Gly Val Leu lie Phe Ala Thr Met lie 
385 390 395 400 

Tyr Tyr Ala Glu Arg Val Gly Ala Gin Pro Asn Asp Pro Ser Ala Ser 
405 410 415 

Glu His. Thr Gin Phe Lys Asn lie Pro lie Gly Phe Trp Trp Ala Val 
420 425 430 

Val Thr Met Thr Thr Leu Gly Tyr Gly Asp Met Tyr Pro Gin Thr Trp 
435 440 445 

Ser Gly Met Leu Val Gly Ala Leu Cys Ala Leu Ala Gly Val Leu Thr 
450 455 460 

lie Ala Met Pro Val Pro Val He Val Asn Asn Phe Gly Met Tyr Tyr 
465 470 475 480 

Ser Leu Ala Met Ala Lys Gin Lys Leu Pro Arg Lys Arg Lys Lys His 
485 490 495 

He Pro Pro Ala Pro Gin Ala Ser Ser Pro Thr Phe Cys Lys Thr Glu 
500 505 510 

Leu Asn Met Ala Cys Asn Ser Thr Gin Ser Asp Thr Cys Leu Gly Lys 
515 520 525 

Asp Asn Arg Leu Leu Glu His Asn Arg Ser Val Leu Ser Gly Asp Asp 
530 535 540 

Ser Thr Gly Ser Glu Pro Pro Leu Ser Pro Pro Glu Arg Leu Pro lie 
545 550 555 560 

Arg Arg Ser Ser Thr Arg Asp Lys Asn Arg Arg Gly Glu Thr Cys Phe 
565 570 575 

Leu Leu Thr Thr Gly Asp Tyr Thr Cys Ala Ser Asp Gly Gly He Arg 
580 585 590 

Lys Gly Tyr Glu Lys Ser Arg Ser Leu Asn Asn He Ala Gly Leu Ala 
595 - 600 605 



Gly Asn Ala Leu Arg Leu Ser Pro Val Thr Ser Pro Tyr Asn Ser Pro 
610 615 620 



Cys Pro Leu Arg Arg Ser Arg Ser Pro lie Pro 
625 630 635 



Ser lie Leu 



<210> 3 

<211> 1227 

<212> DNA 

<213> Homo sapiens 

<400> 3 

ctggcagctg cctttgcaga 
cactttgccg gagggtacct 
ctcttggtgg ctgtctgcct 
cttcacaatg cttggaaagg 
ctggctgatc tctccctcct 
agtgtttggg atctaggctg 
atggcagcca agagcctgac 
gacccagcca agcaagtgag 
tggactgtgg ctagcctgtt 
gaaggtgtgg aaatgtgcct 
tttggtaagc tctacccact 
ttctggagag cttatgacca 
cagatacgct caaagcaagt 
ttgtggctcc ccgaatgggt 
gccccaccac aaggtttcat 
aatcctctca tttttcttgt 
aaatggatga taaccaaaaa 
aactcagagg gtcttcctga 
aaagagaaac ccagctctcc 
atccttcctg acgtagagca 
aatgacccta tccccctggg 



ctctaactcc agcagcatga 
gccctctgat tcccaggact 
ggtgggcttc gtgggaaacc 
aaagccatcc atgatccact 
gctgttttct gcacctatcc 
gtttgtctgc aagtcctctg 
aatcgttgtg gtggccaaag 
tatccacaac tacaccatct 
acccctgccg gaatggttct 
cgtggatgta ccagctgtgg 
cctggcattt ggccttccat 
atgtaaaaaa cgaggaacta 
cacagtgatg ctgctgagca 
agcttggctg tgggtatggc 
agccctgtct caagtcttga 
gatgtcggaa gagttcaggg 
acctccaact gtctcagagt 
caaggttcca tctccagaat 
ctcctctggc aaagggaaaa 
gttttggcat gagagggaca 
aacataa 



atgtgtcctt tgctcacctc 60 
ggagaaccat catcccggct 120 
tgtgtgtgat tggcatcctc 180 
ccctgattct gaatctcagc 240 
gagctacggc gtactccaaa 300 
actggtttat ccacacatgc 360 
tatgcttcat gtatgcaagt 420 
ggtcagtgct ggtggccatc 480 
ttagcaccat caggcatcat 540 
ctgaagagtt tatgtcgatg 600 
tattttttgc cagcttttat 660 
agactcaaaa tcttagaaac 720 
ttgccatcat ctctgctctc 780 
atctgaaggc tgcaggcccg 840 
tgttttccat ctcttcagca 900 
aaggcttgaa aggtgtatgg 960 
ctcaggaaac accagctggc 102 0 
ccccagcatc cataccagaa 1080 
ctgagaaggc agagattccc 1140 
cagtcccttc tgtacaggac 1200 

1227 



<210> 4 
<211> 396 
<212> PRT 

<213> Homo sapiens 
<400> 4 

Met Asn Val Ser Phe Ala His Leu His Phe Ala Gly Gly Tyr Leu Pro 
15 10 15 

Ser Asp Ser Gin Asp Trp Arg Thr lie lie Pro Ala Leu Leu Val Ala 

20 25 30 

Val Cys Leu Val Gly Phe Val Gly Asn Leu Cys Val lie Gly lie Leu 
35 40 45 

Leu His Asn Ala Trp Lys Gly Lys Pro Ser Met lie His Ser Leu lie 
50 55 60 

Leu Asn Leu Ser Leu Ala Asp Leu Ser Leu Leu Leu Phe Ser Ala Pro 
65 70 75 80 

lie Arg Ala Thr Ala Tyr Ser Lys Ser Val Trp Asp Leu Gly Trp Phe 
85 90 95 



5 



Val Cys Lys Ser Ser Asp Trp Phe lie His Thr Cys Met Ala Ala Lys 
100 105 110 



Ser Leu Thr lie Val Val Val Ala Lys Val Cys Phe Met Tyr Ala Ser 
115 120 125 

Asp Pro Ala Lys Gin Val Ser lie His Asn Tyr Thr lie Trp Ser Val 
130 135 140 

Leu Val Ala lie Trp Thr Val Ala Ser Leu Leu Pro Leu Pro Glu Trp 
145 150 155 160 

Phe Phe Ser Thr lie Arg His His Glu Gly Val Glu Met Cys Leu Val 
165 170 175 

Asp Val Pro Ala Val Ala Glu Glu Phe Met Ser Met Phe Gly Lys Leu 
180 185 190 

Tyr Pro Leu Leu Ala Phe Gly Leu Pro Leu Phe Phe Ala Ser Phe Tyr 
195 200 205 

Phe Trp Arg Ala Tyr Asp Gin Cys Lys Lys Arg Gly Thr Lys Thr Gin 
210 215 220 

Asn Leu Arg Asn Gin lie Arg Ser Lys Gin Val Thr Val Met Leu Leu 
225 230 235 240 

Ser lie Ala lie lie Ser Ala Leu Leu Trp Leu Pro Glu Trp Val Ala 
245 . 250 255 

Trp Leu Trp Val Trp His Leu Lys Ala Ala Gly Pro Ala Pro Pro Gin 
260 265 270 

Gly Phe lie Ala Leu Ser Gin Val Leu Met Phe Ser lie Ser Ser Ala 
275 280 285 

Asn Pro Leu lie Phe Leu Val Met Ser Glu Glu Phe Arg Glu Gly Leu 
290 295 300 

Lys Gly Val Trp Lys Trp Met lie Thr Lys Lys Pro Pro Thr Val Ser 
305 310 315 320 

Glu Ser Gin Glu Thr Pro Ala Gly Asn Ser Glu Gly Leu Pro Asp Lys 
325 330 335 

Val Pro Ser Pro Glu Ser Pro Ala Ser lie Pro Glu Lys Glu Lys Pro 
340 345 350 

Ser Ser Pro Ser Ser Gly Lys Gly Lys Thr Glu Lys Ala Glu lie Pro 
355 360 365 

lie Leu Pro Asp Val Glu Gin Phe Trp His Glu Arg Asp Thr Val Pro 
370 375 380 



Ser Val Gin Asp Asn Asp Pro lie Pro Leu Gly Thr 
385 390 395 



<210> 5 

<211> 1560 

<212> DNA 

<213> Homo sapiens 



<400> 5 

ctagactaga attcagcgac caactaggct gcacaggcac gctggggcgc atgtccgcct 60 
cgccggggct gccagaatct tggaatccca atccgtgagg ttcctgggtg tgctggcatc 120 
aggacagcgg tccacgaacg gtgtgttacc caaatattga catcctgcag ctagcctcaa 180 
acaatcacag ctactttcca atttcagaga aaaaaaggct aaaattggta atcctgatga 240 
aaatcaacaa aatacacatg aagagacagc actgagagcg agttactgct catttgattc 3 00 
atattgccaa actgaactct cttgttttct tgcaagatga aaggagacaa ccatgaatga 360 
gccactagac tatttagcaa atgcttctga tttccccgat tatgcagctg cttttggaaa 420 
ttgcactgat gaaaacatcc cactcaagat gcactacctc cctgttattt atggcattat 4 80 
cttcctcgtg ggatttccag gcaatgcagt agtgatatcc acttacattt tcaaaatgag 540 
accttggaag agcagcacca tcattatgct gaacctggcc tgcacagatc tgctgtatct 600 
gaccagcctc cccttcctga ttcactacta tgccagtggc gaaaactgga tctttggaga 660 
tttcatgtgt aagtttatcc gcttcagctt ccatttcaac ctgtatagca gcatcctctt 720 
cctcacctgt ttcagcatct tccgctactg tgtgatcatt cacccaatga gctgcttttc 780 
cattcacaaa actcgatgtg cagttgtagc ctgtgctgtg gtgtggatca tttcactggt 840 
agctgtcatt ccgatgacct tcttgatcac atcaaccaac aggaccaaca gatcagcctg 900 
tctcgacctc accagttcgg atgaactcaa tactattaag tggtacaacc taattttgac 960 
tgcaactact ttctgcctcc ccttggtgat agtgacactt tgctatacca cgattatcca 1020 
cactctgacc catggactgc aaactgacag ctgccttaag cagaaagcac gaaggctaac 1080 
cattctgcta ctccttgcat tttacgtatg ttttttaccc ttccatatct tgagggtcat 1140 
tcggatcgaa tctcgcctgc tttcaatcag ttgttccatt gagaatcaga tccatgaagc 1200 
ttacatcgtt tctagaccat tagctgctct gaacaccttt ggtaacctgt tactatatgt 1260 
ggtggtcagc gacaactttc agcaggctgt ctgctcaaca gtgagatgca aagtaagcgg 132 0 
gaaccttgag caagcaaaga aaattagtta ctcaaacaac ccttgaaata tttcatttac 1380 
ttaaccaaaa acaaatactt gctgatactt tacctagcat cctaagatgt tcaggatgtc 1440 
tccctcaatg gaactcctgg taaatactgt gtattcaagt aatcatgtgc caaagccagg 1500 
gcagagcttc tagttctttg cgtcgacgcg gccgcgaatt tagtagtagt aggcggccgc 1560 



<210> 6 
<211> 337 
<212> PRT 

<213> Homo sapiens 



<400> 6 

Met Asn Glu Pro Leu Asp Tyr Leu 
1 5 

Tyr Ala Ala Ala Phe Gly Asn Cys 
20 

Met His Tyr Leu Pro Val lie Tyr 
35 40 



Ala Asn Ala Ser Asp Phe Pro Asp 
10 15 

Thr Asp Glu Asn lie Pro Leu Lys 
25 30 

Gly He He Phe Leu Val Gly Phe 
45 



Pro Gly Asn Ala Val Val He Ser Thr Tyr He Phe Lys Met Arg Pro 
50 55 60 

Trp Lys Ser Ser Thr He He Met Leu Asn Leu Ala Cys Thr Asp Leu 

65 70 75 80 



Leu Tyr Leu Thr Ser Leu Pro Phe Leu He His Tyr Tyr Ala Ser Gly 

7 



85 



90 



95 



Glu Asn Trp lie 
100 

Phe His Phe Asn 
115 

lie Phe Arg Tyr 
130 

His Lys Thr Arg 
145 

Ser Leu Val Ala 



Arg Thr Asn Arg 
180 

Asn Thr lie Lys 
195 

Leu Pro Leu Val 
210 

Leu Thr His Gly 
225 

Arg Leu Thr lie 



Phe Gly Asp Phe 



Leu Tyr Ser Ser 
120 

Cys Val lie He 
135 

Cys Ala Val Val 
150 

Val He Pro Met 
165 

Ser Ala Cys Leu 



Trp Tyr Asn Leu 
200 

He Val Thr Leu 

215 

Leu Gin Thr Asp 
230 

Leu Leu Leu Leu 
245 



Met Cys Lys Phe 
105 

He Leu Phe Leu 



His Pro Met Ser 
140 

Ala Cys Ala Val 
155 

Thr Phe Leu He 
170 

Asp Leu Thr Ser 
185 

He Leu Thr Ala 



Cys Tyr Thr Thr 
220 

Ser Cys Leu Lys 
235 

Ala Phe Tyr Val 
250 



He Arg Phe Ser 
110 

Thr Cys Phe Ser 
125 

Cys Phe Ser He 



Val Trp He He 
160 

Thr Ser Thr Asn 
175 

Ser Asp Glu Leu 
190 

Thr Thr Phe Cys 
205 

He He His Thr 



Gin Lys Ala Arg 
240 

Cys Phe Leu Pro 
255 



Phe His He Leu Arg Val He Arg 
260 

Ser Cys Ser He Glu Asn Gin He 
275 280 

Pro Leu Ala Ala Leu Asn Thr Phe 
290 295 



He Glu Ser Arg Leu Leu Ser He 
265 270 

His Glu Ala Tyr He Val Ser Arg 
285 

Gly Asn Leu Leu Leu Tyr Val Val 
300 



Val Ser Asp Asn Phe Gin Gin Ala Val Cys Ser Thr Val Arg Cys Lys 

305 310 315 320 

Val Ser Gly Asn Leu Glu Gin Ala Lys Lys He Ser Tyr Ser Asn Asn 

325 330 335 



Pro 



<210> 7 

<211> 1508 

<212> DNA 

<213> Homo sapiens 

<400> 7 



8 



aggagagaag aaattgaaaa gcaggcactt gagaagtcta agagaagctc taagacgttt 60 
aaggaaatgc tgcaggacag ggaatcccaa aatcaaaagt ctacagttcc gtcaagaagg 12 0 
agaatgtatt cttttgatga tgtgctggag gaaggaaagc gaccccctac aatgactgtg 180 
tcagaagcaa gttaccagag tgagagagta gaagagaagg gagcaactta tccttcagaa 24 0 
attcccaaag aagattctac cacttttgca aaaagagagg acccgtgtaa caactgaaat 300 
tcagcttcct tctcaaagtc ctgtggaaga acaaagccca gcctctttgt cttctctgcg 360 
ttcacggagc acacaaatgg aatcaacttg tgtttcagct tctctcccca gaagttaccg 420 
gaaaactgat acagtcaggt taacatctgt ggtcacacca agaccctttg gctctcagac 480 
aaggggaatc tcatcactcc ccagatctta cacgatggat gatgcttgga agtataatgg 540 
agatattgaa gacattaaga gaactccaaa caatgtggtc agcacccctg caccaagccc 600 
ggacgcaagc caactggctt caagcttatc tagccagaaa gaggtagcag caacagaaga 660 
agatgtgaca aggctgccct ctcctacatc ccccttctca tctctttccc aagaccaggc 720 
tgccacttct aaagccacat tgtcttccac atctggtctt gatttaatgt ctgaatctgg 780 
agaaggggaa atctccccac aaagagaagt ctcaagatcc caggatcagt tcagtgatat 84 0 
gagaatcagc ataaaccaga cgcctgggaa gagtcttgac tttgggttta caataaaatg 900 
ggatattcct gggatcttcg tagcatcagt tgaagcaggt agcccagcag aattttctca 960 
gctacaagta gatgatgaaa ttattgctat taacaacacc aagttttcat ataacgattc 1020 
aaaagagtgg gaggaagcca tggctaaggc tcaagaaact ggacacctag tgatggatgt 1080 
gaggcgctat ggaaaggctg actggggcaa agaccaacct tccctgccat ttatacggca 1140 
taaaaccctc aatctcacca gtatggctac caaaattata ggttcacctg aaacaaagtg 1200 
gattgatgca acttctggaa tttacaactc agaaaaatct tcaaatctat ctgtaacaac 1260 
tgatttctcc gaaagccttc agagttctaa tattgaatcc aaagaaatca atggaattca 1320 
tgatgaaagc aatgcttttg aatcaaaagc atctgaatcc atttctttga aaaacttaaa 1380 
aaggcgatca caattttttg aacaaggtaa accacaaagc taacaattca tgcactttca 1440 
tggaattgtt ctccctctcc actcttcctc atggtctgtg gtgctgggct acattgtgtc 1500 
ttcccgta 1508 



<210> 8 
<211> 348 
<212> PRT 

<213> Homo sapiens 



<400> 8 

Met Glu Ser Thr 
1 

Thr Asp Thr Val 
20 

Ser Gin Thr Arg 
35 

Asp Ala Trp Lys 
50 

Asn Asn Val Val 
65 

Ala Ser Ser Leu 



Val Thr Arg Leu 
100 

Asp Gin Ala Ala 
115 



Cys Val Ser Ala 
5 

Arg Leu Thr Ser 



Gly lie Ser Ser 
40 

Tyr Asn Gly Asp 
55 

Ser Thr Pro Ala 
70 

Ser Ser Gin Lys 
85 

Pro Ser Pro Thr 



Thr Ser Lys Ala 
120 



Ser Leu Pro Arg 
10 

Val Val Thr Pro 
25 

Leu Pro Arg Ser 



lie Glu Asp lie 
60 

Pro Ser Pro Asp 
75 

Glu Val Ala Ala 
90 

Ser Pro Phe Ser 
105 

Thr Leu Ser Ser 



Ser Tyr Arg Lys 
15 

Arg Pro Phe Gly 
30 

Tyr Thr Met Asp 
45 

Lys Arg Thr Pro 



Ala Ser Gin Leu 
80 

Thr Glu Glu Asp 
95 

Ser Leu Ser Gin 
110 

Thr Ser Gly Leu 
125 



Asp Leu Met Ser Glu Ser Gly Glu Gly Glu lie Ser Pro Gin Arg Glu 
130 ' 135 140 

Val Ser Arg Ser Gin Asp Gin Phe Ser Asp Met Arg lie Ser lie Asn 
145 150 155 160 

Gin Thr Pro Gly Lys Ser Leu Asp Phe Gly Phe Thr lie Lys Trp Asp 
165 170 175 

lie Pro Gly lie Phe Val Ala Ser Val Glu Ala Gly Ser Pro Ala Glu 
180 185 190 

Phe Ser Gin Leu Gin Val Asp Asp Glu lie lie Ala lie Asn Asn Thr 
195 200 205 

Lys Phe Ser Tyr Asn Asp Ser Lys Glu Trp Glu Glu Ala Met Ala Lys 
210 215 220 

Ala Gin Glu Thr Gly His Leu Val Met Asp Val Arg Arg Tyr Gly Lys 
225 230 235 240 

Ala Asp Trp Gly Lys Asp Gin Pro Ser Leu Pro Phe lie Arg His Lys 
245 250 255 

Thr Leu Asn Leu Thr Ser Met Ala Thr Lys lie lie Gly Ser Pro Glu 
260 265 270 

Thr Lys Trp lie Asp Ala Thr Ser Gly lie Tyr Asn Ser Glu Lys Ser 
275 280 285 

Ser Asn Leu Ser Val Thr Thr Asp Phe Ser Glu Ser Leu Gin Ser Ser 
290 295 300 

Asn lie Glu Ser Lys Glu lie Asn Gly lie His Asp Glu Ser Asn Ala 
305 310 315 320 

Phe Glu Ser Lys Ala Ser Glu Ser lie Ser Leu Lys Asn Leu Lys Arg 
325 330 335 

Arg Ser Gin Phe Phe Glu Gin Gly Lys Pro Gin Ser 
340 345 



<210> 9 

<211> 1436 

<212> DNA 

<213> Homo sapiens 



<400> 9 

gctctaagac 

ttccgtcaag 

ctacaatgac 

cttatccttc 

taacaactga 

tgtcttctct 

ccagaagtta 



gtttaaggaa 
aaggagaatg 
tgtgtcagaa 
agaaattccc 
aattcagctt 
gcgttcacgg 
ccggaaaact 



atgctgcagg 
tattcttttg 
gcaagttacc 
aaagaagatt 
ccttctcaaa 
agcacacaaa 
gatacagtca 



acagggaatc 
atgatgtgct 
agagtgagag 
ctaccacttt 
gtcctgtgga 
tggaatcaac 
ggttaacatc 

10 



ccaaaatcaa 
ggaggaagga 
agtagaagag 
tgcaaaaaga 
agaacaaagc 
tcgtgtttca 
tgtggtcaca 



aagtctacag 60 
aagcgacccc 120 
aagggagcaa 180 
gaggaccgtg 24 0 
ccagcctctt 300 
gcttctctcc 360 
ccaagaccct 420 



ttggctctca gacaagggga atctcatcac tccccagatc ttacacgatg gatgatgctt 480 
ggaagtataa tggagatgtt gaagacatta agagaactcc aaacaatgtg gtcagcaccc 540 
ctgcaccaag cccggacgca agccaactgg cttcaagctt atctagccag aaagaggtag 600 
cagcaacaga agaagatgtg acaaggctgc cctctcctac atcccccttc tcatctcttt 660 
cccaagacca ggctgccact tctaaagcca cattgtcttc cacatctggt cttgatttaa 720 
tgtctgaatc tggagaaggg gaaatctccc cacaaagaga agtctcaaga tcccaggatc 7 80 
agttcagtga tatgagaatc agcataaacc agacgcctgg gaagagtctt gactttgggt 840 
ttacaataaa atgggatatt cctgggatct tcgtagcatc agttgaagca ggtagcccag 900 
cagaattttc tcagctacaa gtagatgatg aaattattgc tattaacaac accaagtttt 960 
catataacga ttcaaaagag tgggaggaag ccatggctaa ggctcaagaa actggacacc 1020 
tagtgatgga tgtgaggcgc tatggaaagg ctgactgggg caaagaccaa ccttccctgc 1080 
catttatacg gcataaaacc ctcaatctca ccagtatggc taccaaaatt ataggttcac 1140 
ctgaaacaaa gtggattgat gcaacttctg gaatttacaa ctcagaaaaa tcttcaaatc 1200 
tgtctgtaac aactgatttc tccgaaagcc ttcggagttc taatattgaa tccaaagaaa 1260 
tcaatggaat tcatgatgaa agcaatgctt ttgattcaaa agcatctgaa tccatttctt 1320 
tgaaaaactt aaaaaggcga tcacaatttt ttgaacaagg taaaccacaa agctaacaat 13 80 
tcatgcactt tcatggaatt gttctccctc tccactcttc ctcatggtct gtggtg 1436 



<210> 10 
<211> 451 
<212> PRT 

<213> Homo sapiens 



<400> 10 
Met Leu Gin Asp 
1 

Arg Arg Arg Met 
20 

Pro Pro Thr Met 
35 

Glu Glu Lys Gly 
50 

Thr Thr Phe Ala 

65 

Pro Ser Gin Ser 



Leu Arg Ser Arg 
100 

Leu Pro Arg Ser 
115 

Val Thr Pro Arg 
130 



Arg Glu Ser Gin 
5 

Tyr Ser Phe Asp 



Thr Val Ser Glu 
40 

Ala Thr Tyr Pro 
55 

Lys Arg Glu Asp 
70 

Pro Val Glu Glu 
85 

Ser Thr Gin Met 



Tyr Arg Lys Thr 
120 

Pro Phe Gly Ser 
135 



Asn Gin Lys Ser 
10 

Asp Val Leu Glu 
25 

Ala Ser Tyr Gin 



Ser Glu lie Pro 
60 

Arg Val Thr Thr 

75 

Gin Ser Pro Ala 
90 

Glu Ser Thr Arg 
105 

Asp Thr Val Arg 



Gin Thr Arg Gly 
140 



Thr Val Pro Ser 
15 

Glu Gly Lys Arg 
30 

Ser Glu Arg Val 
45 

Lys Glu Asp Ser 



Glu lie Gin Leu 
80 

Ser Leu Ser Ser 
95 

Val Ser Ala Ser 
110 

Leu Thr Ser Val 
125 

lie Ser Ser Leu 



Pro Arg Ser Tyr Thr Met Asp Asp Ala Trp Lys Tyr Asn Gly Asp Val 

145 150 155 160 

Glu Asp lie Lys Arg Thr Pro Asn Asn Val Val Ser Thr Pro Ala Pro 

165 170 175 



11 



Ser Pro Asp Ala Ser Gin Leu Ala Ser Ser Leu Ser Ser Gin Lys Glu 
180 185 190 



Val Ala Ala Thr Glu Glu Asp Val Thr Arg Leu Pro Ser Pro Thr Ser 
195 200 205 

Pro Phe Ser Ser Leu Ser Gin Asp Gin Ala Ala Thr Ser Lys Ala Thr 
210 215 220 

Leu Ser Ser Thr Ser Gly Leu Asp Leu Met Ser Glu Ser Gly Glu Gly 
225 230 235 240 

Glu lie Ser Pro Gin Arg Glu Val Ser Arg Ser Gin Asp Gin Phe Ser 
245 250 255 

Asp Met Arg lie Ser lie Asn Gin Thr Pro Gly Lys Ser Leu Asp Phe 
260 265 270 

Gly Phe Thr lie Lys Trp Asp He Pro Gly He Phe Val Ala Ser Val 
275 280 285 

Glu Ala Gly Ser Pro Ala Glu Phe Ser Gin Leu Gin Val Asp Asp Glu 
290 295 300 

He He Ala He Asn Asn Thr Lys Phe Ser Tyr Asn Asp Ser Lys Glu 
305 310 315 320 

Trp Glu Glu Ala Met Ala Lys Ala Gin Glu Thr Gly His Leu Val Met 
325 330 335 

Asp Val Arg Arg Tyr Gly Lys Ala Asp Trp Gly Lys Asp Gin Pro Ser 
340 345 350 

Leu Pro Phe He Arg His Lys Thr Leu Asn Leu Thr Ser Met Ala Thr 

355 360 365 

Lys He He Gly Ser Pro Glu Thr Lys Trp He Asp Ala Thr Ser Gly 
370 375 380 

He Tyr Asn Ser Glu Lys Ser Ser Asn Leu Ser Val Thr Thr Asp Phe 
385 390 395 400 

Ser Glu Ser Leu Arg Ser Ser Asn He Glu Ser Lys Glu He Asn Gly 
405 410 415 

He His Asp Glu Ser Asn Ala Phe Asp Ser Lys Ala Ser Glu Ser He 
420 425 430 

Ser Leu Lys Asn Leu Lys Arg Arg Ser Gin Phe Phe Glu Gin Gly Lys 
435 440 445 

Pro Gin Ser 
450 



<210> 11 



12 



<211> 1882 

<212> DNA 

<213> Homo sapiens 

<400> 11 

ggacactgac atggactgaa ggagtagaaa 
gcgcagcaga cctactccgg ccgcgcgcct 
gcccgggcgg cgagggctgg gggttcctcg 
cccaccaccc caacctgttc ctcgcgcgcc 
acatggattt tctcctggcg ctggtgctgg 
agttcgacgg gaggtggccc aggcaaatag 
ggaggattga ctgctgctgg ggctgggctc 
gccaaccacg atgcaaacat ggtgaatgta 
gttatgctgg aaaaacctgt aatcaagatc 
gtaagcacag gtgcatgaac acttacggca 
tgctcatgcc ggatggttcc tgctcaagtg 
atggctgtga tgttgttaaa ggacaaatac 
tggctcctga tgggaggacc tgtgtagatg 
gccctagatt taggcaatgt gtcaacactt 
gcttcgatct catgtatatt ggaggcaaat 
ttggtcagta tcagtgcagc agctttgctc 
gcaaatgtaa agaaggatac cagggtgatg 
tgattgaacc ttcaggtcca attcatgtac 
acacaggaaa taataattgg attcctgatg 
catatattcc tcctatcatt accaacaggc 
caaagccaac accaattcct actccaccac 
cacctctacc acctacaacc ccagaaaggc 
ctgccagtac acctccagga gggattacag 
aacccagagg agatgtgttc agtgttctgg 
gtggatggat cagggagaaa gacaatgact 
gtggacaata tctgacagtg tcggcagcca 
tgctacctct cggccgcctc atgcattcag 
tgacggggct gcactctggc acactccagg 
cagccctgtg gggaagaaat ggtggccatg 
gggctgacat caagagcgtc gtcttcaaag 
ttggattaga tgatgtgagc ttgaaaaaag 
agaactaaca atgaactcct aa 



agaagggagc gggagggggc tccgggcgcc 6 0 
cgccgctgtc ctccgggagc ggcagcagta 12 0 
agactctcag aggggcgcct cccatcggcg 180 
actgcgctgc gccccaggac ccgctgccca 240 
tatcctcgct ctacctgcag gcggccgccg 300 
tgtcatcgat tggcctatgt cgttatggtg 3 60 
gccagtcttg gggacagtgt cagcctgtgt 42 0 
tcgggccaaa caagtgcaag tgtcatcctg 480 
taaatgagtg tggcctgaag ccccggccct 540 
gctacaagtg ctactgtctc aacggatata 600 
ccctgacctg ctccatggca aactgtcagt 660 
ggtgccagtg cccatcccct ggcctgcagc 720 
ttgatgaatg tgctacagga agagcctcct 780 
ttgggagcta catctgcaag tgtcataaag 84 0 
atcaatgtca tgacatagac gaatgctcac 900 
gatgttataa catacgtggg tcctacaagt 960 
gactgacttg tgtgtatatc ccaaaagtta 1020 
caaagggaaa tggtaccatt ttaaagggtg 1080 
ttggaagtac ttggtggcct ccgaagacac 1140 
ctacttctaa gccaacaaca agacctacac 1200 
caccaccacc cctgccaaca gagctcagaa 1260 
caaccaccgg actgacaact atagcaccag 1320 
ttgacaacag ggtacagaca gaccctcaga 1380 
tacacagttg taattttgac catggacttt 1440 
tgcactggga accaatcagg gacccagcag 1500 
aagccccagg gggaaaagct gcacgcttgg 1560 
gggacctgtg cctgtcattc aggcacaagg 162 0 
tgtttgtgag aaaacacggt gcccacggag 1680 
gctggaggca aacacagatc accttgcgag 1740 
gtgaaaaaag gcgtggtcac actggggaga 1800 
gccactgctc tgaagaacgc taacaactcc 1860 

1882 



<210> 12 
<211> 536 
<212> PRT 

<213> Homo sapiens 
<400> 12 

Met Asp Phe Leu Leu Ala Leu Val Leu Val Ser Ser Leu Tyr Leu Gin 
15 10 15 

Ala Ala Ala Glu Phe Asp Gly Arg Trp Pro Arg Gin lie Val Ser Ser 
20 25 30 

lie Gly Leu Cys Arg Tyr Gly Gly Arg lie Asp Cys Cys Trp Gly Trp 
35 40 45 

Ala Arg Gin Ser Trp Gly Gin Cys Gin Pro Val Cys Gin Pro Arg Cys 
50 55 60 



13 



Lys His Gly Glu Cys lie Gly Pro Asn Lys Cys Lys Cys His Pro Gly 
65 70 75 80 

Tyr Ala Gly Lys Thr Cys Asn Gin Asp Leu Asn Glu Cys Gly Leu Lys 
85 90 95 

Pro Arg Pro Cys Lys His Arg Cys Met Asn Thr Tyr Gly Ser Tyr Lys 
100 105 110 

Cys Tyr Cys Leu Asn Gly Tyr Met Leu Met Pro Asp Gly Ser Cys Ser 
115 120 125 

Ser Ala Leu Thr Cys Ser Met Ala Asn Cys Gin Tyr Gly Cys Asp Val 
130 135 140 

Val Lys Gly Gin lie Arg Cys Gin Cys Pro Ser Pro Gly Leu Gin Leu 
145 150 155 160 

Ala Pro Asp Gly Arg Thr Cys Val Asp Val Asp Glu Cys Ala Thr Gly 
165 170 175 

Arg Ala Ser Cys Pro Arg Phe Arg Gin Cys Val Asn Thr Phe Gly Ser 
180 185 190 

Tyr lie Cys Lys Cys His Lys Gly Phe Asp Leu Met Tyr lie Gly Gly 
195 200 205 

Lys Tyr Gin Cys His Asp lie Asp Glu Cys Ser Leu Gly Gin Tyr Gin 
210 215 220 

Cys Ser Ser Phe Ala Arg Cys Tyr Asn lie Arg Gly Ser Tyr Lys Cys 
225 230 235 240 

Lys Cys Lys Glu Gly Tyr Gin Gly Asp Gly Leu Thr Cys Val Tyr lie 
245 250 255 

Pro Lys Val Met lie Glu Pro Ser Gly Pro lie His Val Pro Lys Gly 
260 265 270 

Asn Gly Thr lie Leu Lys Gly Asp Thr Gly Asn Asn Asn Trp lie Pro 
275 280 285 

Asp Val Gly Ser Thr Trp Trp Pro Pro Lys Thr Pro Tyr lie Pro Pro 
290 295 300 

lie lie Thr Asn Arg Pro Thr Ser Lys Pro Thr Thr Arg Pro Thr Pro 
305 310 315 320 

Lys Pro Thr Pro lie Pro Thr Pro Pro Pro Pro Pro Pro Leu Pro Thr 
325 330 335 

Glu Leu Arg Thr Pro Leu Pro Pro Thr Thr Pro Glu Arg Pro Thr Thr 
340 345 350 

Gly Leu Thr Thr lie Ala Pro Ala Ala Ser Thr Pro Pro Gly Gly lie 
355 360 365 



14 



Thr Val Asp Asn Arg Val Gin Thr Asp Pro Gin Lys Pro Arg Gly Asp 
370 375 380 



Val Phe Ser Val 
385 

Gly Trp lie Arg 



Asp Pro Ala Gly 
420 

Gly Gly Lys Ala 
435 

Ser Gly Asp Leu 
450 

Ser Gly Thr Leu 
4 65 

Ala Leu Trp Gly 



Thr Leu Arg Gly 
500 

Arg Arg Gly His 
515 

Lys Gly His Cys 
530 



Leu Val His Ser 
390 

Glu Lys Asp Asn 
405 

Gly Gin Tyr Leu 



Ala Arg Leu Val 
440 

Cys Leu Ser Phe 
455 

Gin Val Phe Val 
470 

Arg Asn Gly Gly 
485 

Ala Asp lie Lys 



Thr Gly Glu lie 
520 

Ser Glu Glu Arg 
535 



Cys Asn Phe Asp 
395 

Asp Leu His Trp 
410 

Thr Val Ser Ala 
425 

Leu Pro Leu Gly 



Arg His Lys Val 
460 

Arg Lys His Gly 
475 

His Gly Trp Arg 
490 

Ser Val Val Phe 
505 

Gly Leu Asp Asp 



His Gly Leu Cys 
400 

Glu Pro He Arg 
415 

Ala Lys Ala Pro 
430 

Arg Leu Met His 
445 

Thr Gly Leu His 



Ala His Gly Ala 
480 

Gin Thr Gin He 
495 

Lys Gly Glu Lys 
510 

Val Ser Leu Lys 
525 



<210> 13 
<211> 2684 
<212> DNA 

<213> Homo sapiens 



<400> 13 

gccagtcacc 

aaacgattca 

ttagaagtat 

gaatctaaac 

gttaagtctt 

cggatccagg 

agggaaaaaa 

accaggacta 

agaattctaa 

atgatggcta 

gagtctcaag 

attgatgaaa 

tcagatcaag 

aagaatgatg 

aaacaagtag 

gtcaacagga 

aagtttattc 



ttcagtttct 
atgacccttc 
tgaaaggacc 
aaaatcttaa 
cggaatcaaa 
atctggaaac 
catctctctc 
atgaactact 
gcttggagtt 
agcaagaagg 
ggaaaatagc 
aatctgaaac 
tggaaaaata 
aaattttaag 
aagatctaaa 
atagagaaca 
ttgaacaacg 



ggcgctggcc 
tggttgtgca 
agtatccttt 
tgttgacaaa 
gattcgtgtt 
tgagttggaa 
tgcaaataat 
aaaatctaag 
gatgaaactt 
catggagatg 
ccaactggag 
agaaaaactc 
caagctagat 
ccttaagcag 
tgtgaaatgt 
caacgaaaat 
ggaacatgaa 



gtcaacatgt 
ccatctccag 
cagaaatcac 
gatactacct 
cttctacagg 
aagatggaag 
gctacactgg 
ttttctgaaa 
agaaacaaaa 
aagctgcagg 
ggaaaacttg 
ttggaataca 
attgcccagt 
tctcttgagg 
cagctgcttg 
ctaaatgcag 
aagcttcaac 

15 



cctttcctaa 
gtgcttatga 
aaagatttaa 
tgcctgcttc 
aacgtggtgc 
caaggctaaa 
aaaaacaact 
atggtaacca 
gagaaacaaa 
tcacccaaag 
tttcaataga 
tcgaagaaat 
tagaagaaaa 
acaatattgt 
aaacagaaaa 
agatgcaaaa 
aaaaagaatt 



ggcgcccttg 
tgttaaaact 
acaacaaaaa 
agctagaaaa 
ccaggacagg 
tgctgcacta 
tattgaattg 
gaagaatttg 
gatgaggggt 
gagtctcgaa 
gaaagaaaag 
tagttgtgct 
tttgaaagag 
tatattatct 
agaagaccat 
cttagaacag 
acaaattgat 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 



tcacttctgc 
caagaggaaa 
gagcttgata 
gaggaagcaa 
gaggctgaac 
aagtatgaca 
gcgttaacag 
gcggccaagg 
tcaaatcaag 
acagaaatta 
ctcaagcaac 
gaaaaagaaa 
gaagaactat 
aaacaggcat 
tcatatgcta 
ttgaaagatg 
aaaaaaaaac 
cactttgatc 
ccattaaaag 
aagtaaacat 
gctgttatta 
cttaaatatg 
gcaaatacct 
ttccagctta 
tctgaaacct 
ttctagtctg 
gattcttgat 
aagaaataag 



aacaagagaa 
tggttaaaga 
aattacagca 
aatctagagc 
tggagaaaag 
gtatggtgca 
ccagtgagat 
ctgggaaaaa 
aatatgtaag 
aagaaatcac 
aggaggaaga 
atacaacagc 
ataataaaac 
tgttgaatga 
aattattggg 
aaaatagcca 
aaagtgagac 
cttcaaaggc 
aaggcaatac 
ctgagaaacc 
tatttgacat 
tgaaaggaac 
cctccctaat 
gaatgcatct 
tagtttcaag 
agcttcttta 
aatgctcact 
gacaagccta 



agaattatct 
gaagaatctg 
aaaggaggaa 
tgaagaatta 
tagtgctgct 
aagccttgaa 
agaagatctt 
tgcagaggat 
gatgcttcta 
agtttctttt 
ctttagaaaa 
agaattaact 
aaaacctttt 
acatggtgca 
tcatcagaat 
actcaaatcg 
aaaacttcaa 
ttttcatcat 
aaactgttac 
tgttgaagat 
gggtatttta 
attttttacc 
gctcaccttt 
catcaactta 
agtctaaacc 
gctaggctaa 
tggtcctacc 
acttcatagt 



tcgagtcttc 
tttgaggaag 
caagctgaaa 
aaactcctag 
catacccagg 
gatgttactg 
aagctggaga 
gttcagcatc 
gatctgcaga 
cttcaaaaaa 
cagctggaag 
gaagaaatta 
cagctacaac 
gctcaggaac 
ttgaaacaaa 
gaagtatcaa 
gaggaattga 
gaaagtaaag 
cgagctccta 
tatttcattc 
taatgttgta 
aaagtgtctt 
atcacctcat 
aaagtcagta 
ccagattctt 
aacaccttgg 
tattatcctt 
aacctctcta 



atcagaagct 
aattaaagca 
ggctggtcaa 
aagaaaagct 
ccaccctgct 
ctcaatttga 
actcatcatt 
agattttggc 
ccaagtcagc 
taactgattt 
atgaagaagg 
acaagtggcg 
tagatgcttt 
agctaaataa 
aaatcaagca 
aactccgctg 
ataaagttct 
aaaattttgc 
tggagtgtca 
gtcttgttgt 
tttaatttta 
ttgacatttt 
tctgaaccct 
tcatattatt 
cagcttgatc 
cttgttattg 
tctacttgtc 
tttt 



ctgttctttt 
aacactggat 
gcaattggaa 
gaaagggaag 
tttgcaggaa 
aagctataaa 
acaggaaaaa 
aactgagagc 
actaaaggaa 
gcagaaccaa 
aagaaaagct 
tctcctctat 
tgaagtagaa 
aataagagat 
tgttgtgaag 
tcagcttgct 
aggtatcaaa 
cctgaagacc 
agaatcatgg 
tattgatgtt 
actgccaatc 
attttttctt 
ttcgctggct 
atcctcctgt 
ctggaggctt 
cctctacttt 
cagttcaaat 



1080 
1140 
1200 
1260 
1320 
1380 
1440 
1500 
1560 
1620 
1680 
1740 
1800 
1860 
1920 
1980 
2040 
2100 
2160 
2220 
2280 
2340 
2400 
2460 
2520 
2580 
2640 
2684 



<210> 14 
<211> 709 
<212> PRT 

<213> Homo sapiens 



<400> 14 

Met Ser Phe Pro Lys 
1 5 



Ala Pro Leu Lys Arg Phe Asn Asp Pro Ser Gly 
10 15 



Cys Ala Pro Ser Pro Gly Ala 
20 



Tyr Asp Val Lys Thr Leu 
25 



Glu Val Leu 
30 



Lys Gly Pro Val Ser Phe Gin 
35 



Lys Ser Gin Arg Phe Lys Gin Gin Lys 
40 45 



Glu Ser Lys Gin Asn Leu Asn 
50 55 



Val Asp Lys Asp 



Thr Thr 
60 



Leu Pro Ala 



Ser Ala Arg Lys Val Lys Ser 
65 70 

Gin Glu Arg Gly Ala Gin Asp 
85 

Leu Glu Lys Met Glu Ala Arg 
100 



Ser Glu Ser Lys lie Arg Val Leu Leu 
75 80 

Arg Arg lie Gin Asp Leu Glu Thr Glu 
90 95 

Leu Asn Ala Ala Leu Arg Glu Lys Thr 
105 110 



16 



Ser Leu Ser Ala Asn Asn Ala Thr Leu Glu Lys Gin Leu lie Glu Leu 
115 120 125 

Thr Arg Thr Asn Glu Leu Leu Lys Ser Lys Phe Ser Glu Asn Gly Asn 
130 135 140 

Gin Lys Asn Leu Arg lie Leu Ser Leu Glu Leu Met Lys Leu Arg Asn 
145 150 155 160 

Lys Arg Glu Thr Lys Met Arg Gly Met Met Ala Lys Gin Glu Gly Met 
165 170 175 

Glu Met Lys Leu Gin Val Thr Gin Arg Ser Leu Glu Glu Ser Gin Gly 
180 185 190 

Lys lie Ala Gin Leu Glu Gly Lys Leu Val Ser lie Glu Lys Glu Lys 
195 200 205 

lie Asp Glu Lys Ser Glu Thr Glu Lys Leu Leu Glu Tyr lie Glu Glu 
210 215 220 

lie Ser Cys Ala Ser Asp Gin Val Glu Lys Tyr Lys Leu Asp lie Ala 
225 230 235 240 

Gin Leu Glu Glu Asn Leu Lys Glu Lys Asn Asp Glu lie Leu Ser Leu 
245 250 255 

Lys Gin Ser Leu Glu Asp Asn lie Val lie Leu Ser Lys Gin Val Glu 
260 265 270 

Asp Leu Asn Val Lys Cys Gin Leu Leu Glu Thr Glu Lys Glu Asp His 
275 280 285 

Val Asn Arg Asn Arg Glu His Asn Glu Asn Leu Asn Ala Glu Met Gin 
290 295 300 

Asn Leu Glu Gin Lys Phe lie Leu Glu Gin Arg Glu His Glu Lys Leu 
305 310 315 320 

Gin Gin Lys Glu Leu Gin lie Asp Ser Leu Leu Gin Gin Glu Lys Glu 
325 330 335 

Leu Ser Ser Ser Leu His Gin Lys Leu Cys Ser Phe Gin Glu Glu Met 
340 345 350 

Val Lys Glu Lys Asn Leu Phe Glu Glu Glu Leu Lys Gin Thr Leu Asp 
355 360 365 

Glu Leu Asp Lys Leu Gin Gin Lys Glu Glu Gin Ala Glu Arg Leu Val 
370 375 380 

Lys Gin Leu Glu Glu Glu Ala Lys Ser Arg Ala Glu Glu Leu Lys Leu 
385 390 395 400 

Leu Glu Glu Lys Leu Lys Gly Lys Glu Ala Glu Leu Glu Lys Ser Ser 
405 410 415 
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Ala Ala His Thr Gin Ala Thr Leu Leu Leu Gin Glu Lys Tyr Asp Ser 
420 425 430 



Met Val Gin Ser 
435 

Ala Leu Thr Ala 
450 

Leu Gin Glu Lys 
465 

His Gin lie Leu 



Leu Leu Asp Leu 
500 

Glu lie Thr Val 
515 

Leu Lys Gin Gin 
530 



Leu Glu Asp Val 
440 

Ser Glu lie Glu 
455 

Ala Ala Lys Ala 
470 

Ala Thr Glu Ser 
485 

Gin Thr Lys Ser 



Ser Phe Leu Gin 
520 

Glu Glu Asp Phe 

535 



Thr Ala Gin Phe 



Asp Leu Lys Leu 
460 

Gly Lys Asn Ala 
475 

Ser Asn Gin Glu 
490 

Ala Leu Lys Glu 
505 

Lys lie Thr Asp 



Arg Lys Gin Leu 
540 



Glu Ser Tyr Lys 
445 

Glu Asn Ser Ser 



Glu Asp Val Gin 
480 

Tyr Val Arg Met 
495 

Thr Glu lie Lys 
510 

Leu Gin Asn Gin 
525 

Glu Asp Glu Glu 



Gly Arg Lys Ala 
545 

lie Asn Lys Trp 



Pro Phe Gin Leu 
580 

Leu Asn Glu His 
595 

Ser Tyr Ala Lys 
610 

His Val Val Lys 
625 

Ser Lys Leu- Arg 



Leu Gin Glu Glu 
660 

Ser Lys Ala Phe 
675 

Pro Leu Lys Glu 
690 



Glu Lys Glu Asn 

550 

Arg Leu Leu Tyr 

565 

Gin Leu Asp Ala 



Gly Ala Ala Gin 
600 

Leu Leu Gly His 
615 

Leu Lys Asp Glu 
630 

Cys Gin Leu Ala 
645 

Leu Asn Lys Val 



His His Glu Ser 
680 

Gly Asn Thr Asn 
695 



Thr Thr Ala Glu 

555 

Glu Glu Leu Tyr 

570 

Phe Glu Val Glu 
585 

Glu Gin Leu Asn 



Gin Asn Leu Lys 
620 

Asn Ser Gin Leu 
635 

Lys Lys Lys Gin 
650 

Leu Gly lie Lys 
665 

Lys Glu Asn Phe 



Cys Tyr Arg Ala 
700 



Leu Thr Glu Glu 
560 

Asn Lys Thr Lys 
575 

Lys Gin Ala Leu 
590 

Lys lie Arg Asp 
605 

Gin Lys lie Lys 



Lys Ser Glu Val 
640 

Ser Glu Thr Lys 
655 

His Phe Asp Pro 
670 

Ala Leu Lys Thr 
685 

Pro Met Glu Cys 



Gin Glu Ser Trp Lys 
705 
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<210> 15 

<211> 2020 

<212> DNA 

<213> Homo sapiens 

<400> 15 

gcagtcacct tcagtttctg gagctggccg 
aacgattcaa tgacccttct ggttgtgcac 
tagaagtatt gaaaggacca gtatcctttc 
aatctaaaca aaatcttaat gttgacaaag 
ttaagtcttc ggaatcaaag atttgtgttc 
ggatccagga tctggaaact gagttggaaa 
gggaaaaaac atctctctct gcaaataatg 
ccaggactaa tgaactacta aaatctaagg 
aatctgaaac agaaaaactc ttggaataca 
tggaaaaata caagctagat attgcccagt 
aaattttaag ccttaagcag tctcttgagg 
aagatctaaa tgtgaaatgt cagctgcttg 
atagagaaca caacgaaaat ctaaatgcag 
ttgaacaacg ggaacatgaa aagcttcaac 
aacaagagaa agaattatct tcgagtcttc 
tggttaaaga gaagaatctg tttgaggaag 
aattacagca aaaggaggaa caagctgaaa 
aatctagagc tgaagaatta aaactcctag 
tggagaaaag tagtgctgct catacccagg 
gtatggtgca aagccttgaa gatgttactg 
ccagtgagat agaagatctt aagctggaga 
ctgggaaaaa tgcagaggat gttcagcatc 
aatatgtaag gatgcttcta gatctgcaga 
aagaaatcac agtttctttt cttcaaaaaa 
aggaggaaga ctttagaaaa cagctggaag 
atacaacagc agaattaact gaagaaatta 
ataataaaac aaaacctttt cagctacaac 
tgttgaatga acatggtgca gctcaggaac 
aattattggg tcatcagaat ttgaaacaaa 
aaaatagcca actcaaatcg gaagtatcaa 
aaagtgagac aaaacttcaa gaggaattga 
cttcaaaggc ttttcatcat gaaagtaaag 
aaggcaatac aaactgttac cgagctccta 
ctgagaaacc tgttgaagat tatttcattc 



tcaacatgtc ctttcctaag gcgcccttga 60 
catctccagg tgcttatgat gttaaaactt 120 
agaaatcaca aagatttaaa caacaaaaag 180 
atactacctt gcctgcttca gctagaaaag 240 
ttctacagga acgtggtgcc caggacaggc 3 00 
agatggaagc aaggctaaat gctgcactaa 3 60 
ctacactgga aaaacaactt attgaattga 420 
tttcaataga gaaagaaaag attgatgaaa 4 80 
tcgaagaaat tagttgtgct tcagatcaag 540 
tagaagaaaa tttgaaagag aagaatgatg 600 
acaatattgt tatattatct aaacaagtag 660 
aaacagaaaa agaagaccat gtcaacagga 72 0 
agatgcaaaa cttagaacag aagtttattc 780 
aaaaagaatt acaaattgat tcacttctgc 840 
atcagaagct ctgttctttt caagaggaaa 900 
aattaaagca aacactggat gagcttgata 960 
ggctggtcaa gcaattggaa gaggaagcaa 102 0 
aagaaaagct gaaagggaag gaggctgaac 108 0 
ccaccctgct tttgcaggaa aagtatgaca 1140 
ctcaatttga aagctataaa gcgttaacag 1200 
actcatcatt acaggaaaaa gcggccaagg 1260 
agattttggc aactgagagc tcaaatcaag 1320 
ccaagtcagc actaaaggaa acagaaatta 1380 
taactgattt gcagaaccaa ctcaagcaac 1440 
atgaagaagg aagaaaagct gaaaaagaaa 1500 
acaagtggcg tctcctctat gaagaactat 1560 
tagatgcttt tgaagtagaa aaacaggcat 162 0 
agctaaataa aataagagat tcatatgcta 1680 
aaatcaagca tgttgtgaag ttgaaagatg 1740 
aactccgctg tcagcttgct aaaaaaaaac 1800 
ataaagttct aggtatcaaa cactttgatc 1860 
aaaattttgc cctgaagacc ccattaaaag 1920 
tggagtgtca agaatcatgg aagtaaacat 1980 
gtcttgttgt 2020 



<210> 16 
<211> 646 
<212> PRT 

<213> Homo sapiens 
<400> 16 

Met Ser Phe Pro Lys Ala Pro Leu Lys Arg Phe Asn Asp Pro Ser Gly 
1 5 10 15 

Cys Ala Pro Ser Pro Gly Ala Tyr Asp Val Lys Thr Leu Glu Val Leu 
20 25 30 

Lys Gly Pro Val Ser Phe Gin Lys Ser Gin Arg Phe Lys Gin Gin Lys 
35 40 45 



19 



Glu Ser Lys Gin Asn Leu Asn Val Asp Lys Asp Thr Thr Leu Pro Ala 
50 55 60 

Ser Ala Arg Lys Val Lys Ser Ser Glu Ser Lys lie Cys Val Leu Leu 
65 70 75 80 

Gin Glu Arg Gly Ala Gin Asp Arg Arg lie Gin Asp Leu Glu Thr Glu 
85 90 95 

Leu Glu Lys Met Glu Ala Arg Leu Asn Ala Ala Leu Arg Glu Lys Thr 
100 105 110 

Ser Leu Ser Ala Asn Asn Ala Thr Leu Glu Lys Gin Leu lie Glu Leu 
115 120 125 

Thr Arg Thr Asn Glu Leu Leu Lys Ser Lys Val Ser lie Glu Lys Glu 
130 135 140 

Lys lie Asp Glu Lys Ser Glu Thr Glu Lys Leu Leu Glu Tyr lie Glu 
145 150 155 160 

Glu lie Ser Cys Ala Ser Asp Gin Val Glu Lys Tyr Lys Leu Asp lie 
165 170 175 

Ala Gin Leu Glu Glu Asn Leu Lys Glu Lys Asn Asp Glu lie Leu Ser 
180 185 190 

Leu Lys Gin Ser Leu Glu Asp Asn lie Val lie Leu Ser Lys Gin Val 
195 200 205 

Glu Asp Leu Asn Val Lys Cys Gin Leu Leu Glu Thr Glu Lys Glu Asp 
210 215 220 

His Val Asn Arg Asn Arg Glu His Asn Glu Asn Leu Asn Ala Glu Met 
225 230 ; 235 240 

Gin Asn Leu Glu Gin Lys Phe lie Leu Glu Gin Arg Glu His Glu Lys 
245 250 255 

Leu Gin Gin Lys Glu Leu Gin lie Asp Ser Leu Leu Gin Gin Glu Lys 
260 265 270 

Glu Leu Ser Ser Ser Leu His Gin Lys Leu Cys Ser Phe Gin Glu Glu 
275 280 285 

Met Val Lys Glu Lys Asn Leu Phe Glu Glu Glu Leu Lys Gin Thr Leu 
290 295 300 

Asp Glu Leu Asp Lys Leu Gin Gin Lys Glu Glu Gin Ala Glu Arg Leu 
305 310 315 320 

Val Lys Gin Leu Glu Glu Glu Ala Lys Ser Arg Ala Glu Glu Leu Lys 

325 330 . 335 

Leu Leu Glu Glu Lys Leu Lys Gly Lys Glu Ala Glu Leu Glu Lys Ser 
340 345 350 
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Ser Ala Ala His Thr Gin Ala Thr Leu Leu Leu Gin Glu Lys Tyr Asp 
355 360 365 



Ser Met Val Gin Ser Leu Glu Asp Val Thr Ala Gin Phe Glu Ser Tyr 
370 375 380 

Lys Ala Leu Thr Ala Ser Glu lie Glu Asp Leu Lys Leu Glu Asn Ser 
385 390 395 400 

Ser Leu Gin Glu Lys Ala Ala Lys Ala Gly Lys Asn Ala Glu Asp Val 
405 410 415 

Gin His Gin lie Leu Ala Thr Glu Ser Ser Asn Gin Glu Tyr Val Arg 
420 425 430 

Met Leu Leu Asp Leu Gin Thr Lys Ser Ala Leu Lys Glu Thr Glu lie 
435 440 445 

Lys Glu lie Thr Val Ser Phe Leu Gin Lys lie Thr Asp Leu Gin Asn 
450 455 460 

Gin Leu Lys Gin Gin Glu Glu Asp Phe Arg Lys Gin Leu Glu Asp Glu 
465 470 475 480 

Glu Gly Arg Lys Ala Glu Lys Glu Asn Thr Thr Ala Glu Leu Thr Glu 
485 490 495 

Glu lie Asn Lys Trp Arg Leu Leu Tyr Glu Glu Leu Tyr Asn Lys Thr 
500 505 510 

Lys Pro Phe Gin Leu Gin Leu Asp Ala Phe Glu Val Glu Lys Gin Ala 
515 520 525 

Leu Leu Asn Glu His Gly Ala Ala Gin Glu Gin Leu Asn Lys lie Arg 
530 535 540 

Asp Ser Tyr Ala Lys Leu Leu Gly His Gin Asn Leu Lys Gin Lys lie 
545 550 555 560 

Lys His Val Val Lys Leu Lys Asp Glu Asn Ser Gin Leu Lys Ser Glu 
565 570 575 

Val Ser Lys Leu Arg Cys Gin Leu Ala Lys Lys Lys Gin Ser Glu Thr 
580 585 590 

Lys Leu Gin Glu Glu Leu Asn Lys Val Leu Gly lie Lys His Phe Asp 
595 600 605 

Pro Ser Lys Ala Phe His His Glu Ser Lys Glu Asn Phe Ala Leu Lys 
610 615 620 

Thr Pro Leu Lys Glu Gly Asn Thr Asn Cys Tyr Arg Ala Pro Met Glu 
625 630 635 640 

Cys Gin Glu Ser Trp Lys 
645 

21 



<210> 17 

<211> 2187 

<212> DNA 

<213> Homo sapiens 



<400> 17 

gccagtcacc 

aaacgattca 

ttagaagtat 

gaatctaaac 

gttaagtctt 

cggatccagg 

agggaaaaaa 

accaggacta 

agaattctaa 

atgatggcta 

gagtctcaag 

attgatgaaa 

tcagatcaag 

aagaatgatg 

aaacaagtag 

gtcaacagga 

aagtttattc 

tcacttctgc 

caagaggaaa 

gagcttgata 

gaggaagcaa 

gaggctgaac 

aagtatgaca 

gcgttaacag 

gcggccaagg 

tcaaatcaag 

acagaaatta 

ctcaagcaac 

gaaaaagaaa 

gaagaactat 

aaacaggcat 

tcatatgcta 

ttgaaagatg 

aaaaaaaaac 

cactttgatc 

ccattaaaag 

aagtaaacat 



ttcagtttct 
atgacccttc 
tgaaaggacc 
aaaatcttaa 
cggaatcaaa 
atctggaaac 
catctctctc 
atgaactact 
gcttggagtt 
agcaagaagg 
ggaaaatagc 
aatctgaaac 
tggaaaaata 
aaattttaag 
aagatctaaa 
atagagaaca 
ttgaacaaca 
aacaagagaa 
tggttaaaga 
aattacagca 
aatctagagc 
tggagaaaag 
gtatggtgca 
ccagtgagat 
ctgggaaaaa 
aatatgtaag 
aagaaatcac 
aggaggaaga 
atacaacagc 
ataataaaac 
tgttgaatga 
aattattggg 
aaaatagcca 
aaagtgagac 
cttcaaaggc 
aaggcaatac 
ctgagaaacc 



ggagctggcc 
tggttgtgca 
agtatccttt 
tgttgacaaa 
gattcgtgtt 
tgagttggaa 
tgcaaataat 
aaaatctaag 
gatgaaactt 
catggagatg 
ccaactggag 
agaaaaactc 
caagctagat 
ccttaagcag 
tgtgaaatgt 
caacgaaaat 
ggaacgtgaa 
agaattatct 
gaagaatctg 
aaaggaggaa 
tgaagaatta 
tagtgctgct 
aagccttgaa 
agaagatctt 
tgcagaggat 
gatgcttcta 
agtttctttt 
ctttagaaaa 
agaattaact 
aaaacctttt 
acatggtgca 
tcatcagaat 
actcaaatcg 
aaaacttcaa 
ttttcatcat 
aaactgttac 
tgttgaa 



gtcaacatgt 
ccatctccag 
cagaaatcac 
gatactacct 
cttctacagg 
aagatggaag 
gctacactgg 
ttttctgaaa 
agaaacaaaa 
aagctgcagg 
ggaaaacttg 
ttggaataca 
attgcccagt 
tctcttgagg 
cagctgcttg 
ctaaatgcag 
aagcttcaac 
tcgagtcttc 
tttgaggaag 
caagctgaaa 
aaactcctag 
catacccagg 
gatgttactg 
aagctggaga 
gttcagcatc 
gatctgcaga 
cttcaaaaaa 
cagctggaag 
gaagaaatta 
cagctacaac 
gctcaggaac 
ttgaaacaaa 
gaagtatcaa 
gaggaattga 
gaaagtaaag 
cgagctccta 



cctttcctaa 
gtgcttatga 
aaagatttaa 
tgcctgcttc 
aacgtggtgc 
caaggctaaa 
aaaaacaact 
atgataacca 
gagaaacaaa 
tcacccaaag 
tttcaataga 
tcgaagaaat 
tagaagaaaa 
agaatattgt 
aaaaagaaaa 
agatgcaaaa 
aaaaagaatt 
atcagaagct 
aattaaagca 
ggctggtcaa 
aagaaaagct 
ccaccctgct 
ctcaatttga 
actcatcatt 
agattttggc 
ccaagtcagc 
taactgattt 
atgaagaagg 
acaagtggcg 
tagatgcttt 
agctaaataa 
aaatcaagca 
aactccgctg 
ataaagttct 
aaaattttgc 
tggagtgtca 



ggcgcccttg 
tgttaaaact 
acaacaaaaa 
agctagaaaa 
ccaggacagg 
tgctgcacta 
tattgaattg 
gaagaatttg 
gatgaggggt 
gagtctcgaa 
gaaagaaaag 
tagttgtgct 
tttgaaagag 
tatattatct 
agaagaccat 
cttaaaacag 
acaaattgat 
ctgttctttt 
aacactggat 
gcaattggaa 
gaaagggaag 
tttgcaggaa 
aggctataaa 
acaggaaaaa 
aactgagagc 
actaaaggaa 
gcagaaccaa 
aagaaaagct 
tctcctctat 
tgaagtagaa 
aataagagat 
tgttgtgaag 
tcagcttgct 
aggtatcaaa 
cctgaagacc 
agaatcatgg 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1440 

1500 

1560 

1620 

1680 

1740 

1800 

1860 

1920 

1980 

2040 

2100 

2160 

2187 



<210> 18 
<211> 709 
<212> PRT 

<213> Homo sapiens 
<400> 18 

Met Ser Phe Pro Lys Ala Pro Leu Lys Arg Phe Asn Asp Pro Ser Gly 
15 10 15 

Cys Ala Pro Ser Pro Gly Ala Tyr Asp Val Lys Thr Leu Glu Val Leu 

22 



20 25 30 

Lys Gly Pro Val Ser Phe Gin Lys Ser Gin Arg Phe Lys Gin Gin Lys 
35 40 45 

Glu Ser Lys Gin Asn Leu Asn Val Asp Lys Asp Thr Thr Leu Pro Ala 
50 55 60 

Ser Ala Arg Lys Val Lys Ser Ser Glu Ser Lys lie Arg Val Leu Leu 
65 70 75 80 

Gin Glu Arg Gly Ala Gin Asp Arg Arg lie Gin Asp Leu Glu Thr Glu 
85 90 95 

Leu Glu Lys Met Glu Ala Arg Leu Asn Ala Ala Leu Arg Glu Lys Thr 
100 105 110 

Ser Leu Ser Ala Asn Asn Ala Thr Leu Glu Lys Gin Leu lie Glu Leu 
115 120 125 

Thr Arg Thr Asn Glu Leu Leu Lys Ser Lys Phe Ser Glu Asn Asp Asn 
130 135 140 

Gin Lys Asn Leu Arg lie Leu Ser Leu Glu Leu Met Lys Leu Arg Asn 
145 150 155 160 

Lys Arg Glu Thr Lys Met Arg Gly Met Met Ala Lys Gin Glu Gly Met 
165 170 175 

Glu Met Lys Leu Gin Val Thr Gin Arg Ser Leu Glu Glu Ser Gin Gly 
180 185 190 

Lys lie Ala Gin Leu Glu Gly Lys Leu Val Ser lie Glu Lys Glu Lys 
195 200 ' 205 

lie Asp Glu Lys Ser Glu Thr Glu Lys Leu Leu Glu Tyr lie Glu Glu 
210 215 220 

lie Ser Cys Ala Ser Asp Gin Val Glu Lys Tyr Lys Leu Asp lie Ala 
225 230 235 240 

Gin Leu Glu Glu Asn Leu Lys Glu Lys Asn Asp Glu lie Leu Ser Leu 
245 250 255 

Lys Gin Ser Leu Glu Glu Asn lie Val lie Leu Ser Lys Gin Val Glu 
260 265 270 

Asp Leu Asn Val Lys Cys Gin Leu Leu Glu Lys Glu Lys Glu Asp His 
275 280 285 

Val Asn Arg Asn Arg Glu His Asn Glu Asn Leu Asn Ala Glu Met Gin 
290 295 300 

Asn Leu Lys Gin Lys Phe lie Leu Glu Gin Gin Glu Arg Glu Lys Leu 
305 310 315 320 



Gin Gin Lys Glu Leu Gin lie Asp Ser Leu Leu Gin Gin Glu Lys Glu 
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325 



330 



335 



Leu Ser Ser Ser Leu His Gin Lys Leu Cys Ser Phe Gin Glu Glu Met 
340 345 350 

Val Lys Glu Lys Asn Leu Phe Glu Glu Glu Leu Lys Gin Thr Leu Asp 

355 360 1 365 

Glu Leu Asp Lys Leu Gin Gin Lys Glu Glu Gin Ala Glu Arg Leu Val 
370 375 380 

Lys Gin Leu Glu Glu Glu Ala Lys Ser Arg Ala Glu Glu Leu Lys Leu 
385 390 395 400 

Leu Glu Glu Lys Leu Lys Gly Lys Glu Ala Glu Leu Glu Lys Ser Ser 
405 410 415 

Ala Ala His Thr Gin Ala Thr Leu Leu Leu Gin Glu Lys Tyr Asp Ser 
420 425 430 

Met Val Gin Ser Leu Glu Asp Val Thr Ala Gin Phe Glu Gly Tyr Lys 
435 440 445 

Ala Leu Thr Ala Ser Glu lie Glu Asp Leu Lys Leu Glu Asn Ser Ser 
450 455 460 

Leu Gin Glu Lys Ala Ala Lys Ala Gly Lys Asn Ala Glu Asp Val Gin 
465 470 475 480 

His Gin lie Leu Ala Thr Glu Ser Ser Asn Gin Glu Tyr Val Arg Met 
485 490 495 

Leu Leu Asp Leu Gin Thr Lys Ser Ala Leu Lys Glu Thr Glu lie Lys 
500 505 510 

Glu lie Thr Val Ser Phe Leu Gin Lys lie Thr Asp Leu Gin Asn Gin 
515 520 525 

Leu Lys Gin Gin Glu Glu Asp 1 Phe Arg Lys Gin Leu Glu Asp Glu Glu 
530 535 540 

Gly Arg Lys Ala Glu Lys Glu Asn Thr Thr Ala Glu Leu Thr Glu Glu 
545 550 555 560 

lie Asn Lys Trp Arg Leu Leu Tyr Glu Glu Leu Tyr Asn Lys Thr Lys 
565 570 575 

Pro Phe Gin Leu Gin Leu Asp Ala Phe Glu Val Glu Lys Gin Ala Leu 
580 585 590 

Leu Asn Glu His Gly Ala Ala Gin Glu Gin Leu Asn Lys lie Arg Asp 
595 600 605 

Ser Tyr Ala Lys Leu Leu Gly His Gin Asn Leu Lys Gin Lys lie Lys 
610 615 620 



His Val Val Lys Leu Lys Asp Glu Asn Ser Gin Leu Lys Ser Glu Val 

24 



625 

Ser Lys Leu Arg 



Leu Gin Glu Glu 
660 

Ser Lys Ala Phe 
675 

Pro Leu Lys Glu 
690 

Gin Glu Ser Trp 
705 



630 

Cys Gin Leu Ala 
645 

Leu Asn Lys Val 

His His Glu Ser 
680 

Gly Asn Thr Asn 
695 

Lys 



635 

Lys Lys Lys Gin 
650 

Leu Gly lie Lys 
665 

Lys Glu Asn Phe 



Cys Tyr Arg Ala 
700 



640 

Ser Glu Thr Lys 
655 

His Phe Asp Pro 
670 

Ala Leu Lys Thr 
685 

Pro Met Glu Cys 



<210> 19 

<211> 1196 

<212> DNA 

<213> Homo sapiens 



<400> 19 

ccaatcacca ttttctcttt ctcctttttt tttggtttta gatcgttata agttttacaa 60 
tggactctct tgttacagca aacaccaaat tttgctttga tctttttcaa gagataggca 120 
aagatgatcg tcataaaaac atatttttct ctcccctgag cctctcagct gcccttggta 180 
tggtacgctt gggtgctaga agtgacagtg cacatcagat tgatgaggta cgttccttaa 240 
acaatgagag cggactggtc agctgctact ttgggcagct tctctccaaa ttagacagga 300 
tcaagactga ttacacactg agtattgcca acaggcttta tggagagtcc agcctgggag 360 
acaagagcga aactctgtct caaaaaaaaa aaaaaaaaat tatctacaca aatgcttttg 420 
atacaattca tactcaggat attctctggg atcttttttt aggtaaaatc aaggaactct 480 
tcagcaagga cgctattaat gctgagactg tgctggtact ggtgaatgct gtttacttca 540 
aggccaaatg ggaaacatac tttgaccatg aaaacacggt ggatgcacct ttctgtctaa 600 
atcagaatga aaacaagagt gtgaagatga tgacgcaaaa aggcctctac agaattggct 660 
tcatagagga ggtgaaggca cagatcctgg aaatgaggta caccaagggg aagctcagca 72 0 
tgttcgtgct gctgccatct cactctaaag ataacctgaa gggtatcacc tatgaaaaaa 780 
tggtggcctg gagcagctca gaaaacatgt cagaagaatc ggtggtcctg tccttccccc 840 
ggttcaccct ggaagacagc tatgatctca attccatttt acaagacatg ggcattacgg 900 
atatctttga tgaaacgagg gctgatctta ctggaatctc tccaagtccc aatttgtact 960 
tgtcaaaaat tatccacaaa acctttgtgg aggtggatga aaacggtacc caggcagctg 1020 
cagccactgg ggctgttgtc tcggaaaggt cactacgatc ttgggtggag tttaatgcca 1080 
accacccttt tctctttttc attagacaca acaaaaccca aaccattctc ttttatggca 1140 
gggtctgctc tccttaaaag gggagcagtg tctagtactt tggagctgga ggaaaa 1196 



<210> 20 

<211> 365 

<212> PRT 

<213> Homo sapiens 



<400> 20 

Met Asp Ser Leu Val Thr Ala Asn Thr Lys Phe Cys Phe Asp Leu Phe 
15 10 15 

Gin Glu lie Gly Lys Asp Asp Arg His Lys Asn lie Phe Phe Ser Pro 
20 25 30 
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Leu Ser Leu Ser Ala Ala 
35 

Asp Ser Ala His Gin lie 
50 

Gly Leu Val Ser Cys Tyr 
65 70 

lie Lys Thr Asp Tyr Thr 
85 

Ser Ser Leu Gly Asp Lys 
100 

Lys lie lie Tyr Thr Asn 
115 

Leu Trp Asp Leu Phe Leu 
130 

Ala lie Asn Ala Glu Thr 
145 150 

Lys Ala Lys Trp Glu Thr 
165 

Pro Phe Cys Leu Asn Gin 
180 

Gin Lys Gly Leu Tyr Arg 
195 

lie Leu Glu Met Arg Tyr 
210 

Leu Pro Ser His Ser Lys 

225 . 230 

Met Val Ala Trp Ser Ser 
245 

Leu Ser Phe Pro Arg Phe 
260 

lie Leu Gin Asp Met Gly 
275 

Asp Leu Thr Gly lie Ser 
290 

lie His Lys Thr Phe Val 
305 310 

Ala Ala Thr Gly Ala Val 
325 



Leu Gly Met Val Arg 
40 

Asp Glu Val Arg Ser 
55 

Phe Gly Gin Leu Leu 
75 

Leu Ser lie Ala Asn 
90 

Ser Glu Thr Leu Ser 
105 

Ala Phe Asp Thr lie 
120 

Gly Lys lie Lys Glu 
135 

Val Leu Val Leu Val 
155 

Tyr Phe Asp His Glu 
170 

Asn Glu Asn Lys Ser 
185 

lie Gly Phe lie Glu 
200 

Thr Lys Gly Lys Leu 
215 

Asp Asn Leu Lys Gly 
235 

Ser Glu Asn Met Ser 
250 

Thr Leu Glu Asp Ser 
265 

lie Thr Asp lie Phe 
280 

Pro Ser Pro Asn Leu 
295 

Glu Val Asp Glu Asn 
315 

Val Ser Glu Arg Ser 
330 



Leu Gly Ala Arg Ser 
45 

Leu Asn Asn Glu Ser 
60 

Ser Lys Leu Asp Arg 
80 

Arg Leu Tyr Gly Glu 
95 

Gin Lys Lys Lys Lys 
110 

His Thr Gin Asp lie 
125 

Leu Phe Ser Lys Asp 
140 

Asn Ala Val Tyr Phe 
160 

Asn Thr Val Asp Ala 
175 

Val Lys Met Met Thr 
190 

Glu Val Lys Ala Gin 
205 

Ser Met Phe Val Leu 
220 

lie Thr Tyr Glu Lys 
240 

Glu Glu Ser Val Val 
255 

Tyr Asp Leu Asn Ser 
270 

Asp Glu Thr Arg Ala 
285 

Tyr Leu Ser Lys lie 
300 

Gly Thr Gin Ala Ala 

320 

Leu Arg Ser Trp Val 
335 
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Glu Phe Asn Ala Asn His Pro Phe 
340 

Thr Gin Thr lie Leu Phe Tyr Gly 
355 360 



Leu Phe Phe lie Arg His Asn Lys 
345 350 

Arg Val Cys Ser Pro 
365 



<210> 21 

<211> 1590 

<212> DNA 

<213> Homo sapiens 

<400> 21 

cagctcccgg gcaccatgcg aaccgccccg agcctccgcc gctgcgtctg cctgctgctc 60 
gccgcgatcc tggacctggc gcgctacctg acagtcaaca ttgagcctct cccccctgtg 120 
gtggctggag acgccgtgac tttgaagtgt aacttcaaga cagatgggcg catgcgggag 180 
atcgtgtggt accgggtgac ggatggtggc accatcaagc aaaagatctt caccttcgac 240 
gccatgttct ccaccaacta ctcacacatg gagaactacc gcaagcgaga ggacctggtg 3 00 
taccagtcca ctgtgaggct gcccgaggtc cggatctcag acaatggtcc ctatgagtgc 3 60 
catgtgggca tctacgaccg cgccaccagg gagaaggtgg tcctggcatc aggcaacatc 420 
ttcctcaacg tcatggctcc tcccacctcc attgaagtgg tggctgctga cacaccagcc 480 
cccttcagcc gctaccaagc ccagaacttc acgctggtct gcatcgtgtc tggaggaaaa 540 
ccagcaccca tggtttattt caaacgagat ggggaaccaa tcgacgcagt gcccctatca 600 
gagccaccag ctgcgagctc cggcccccta caggacagca ggcccttccg cagccttctg 660 
ctggacctgg atgacaccaa gatgcagaag tcactgtccc tcctggacgc cgagaaccgg 720 
ggtgggcgac cctacacgga gcgcccctcc cgtggcctga ccccagatcc caacatcctc 780 
ctccagccaa ccacagagaa cataccagag acggtcgtga gccgtgagtt tccccgctgg 840 
gtccacagcg ccgagcccac ctacttcctg cgccacagcc gcaccccgag cagtgacggc 900 
actgtggaag tacgtgccct gctcacctgg accctcaacc cacagatcga caacgaggcc 960 
ctcttcagct gcgaggtcaa gcacccagct ctgtcgatgc ccatgcgggc agaggtcacg 1020 
ccggttgccc ccaaaggacc caaaattgtg atgacgccca gcagagcccg ggtaggggac 1080 
acagtgagga ttctggtcca tgggtttcag aacgaagtct tcccggagcc catgttcacg 1140 
tggacgcggg ttgggagccg cctcctggac ggcagcgctg agttcgacgg gaaggagctg 12 00 
gtgctggagc gggttcccgc cgagctcaat ggctccatgt atcgctgcac cgcccagaac 1260 
ccactgggct ccaccgacac gcacacccgg ctcatcgtgt ttgaaaaccc aaatatccca 1320 
agaggaacgg aggactctaa tggttccatt ggccccactg gtgcccggct caccttggtg 1380 
ctcgccctga cagtgattct ggagctgacg tgaaggcacc cgccccggcc actccatcag 1440 
gcactgacat ctccacgacc ggttttcatt tcttttctaa actatttcca gtcttgttct 1500 
tagtctcttt ccatctgtgt cttggcttct tcagtcggtt taattaaaac aaacagaaca 1560 
attttcccca aaaaaaaaaa aaaaaaaaaa 1590 



<210> 22 
<211> 465 
<212> PRT 

<213> Homo sapiens 
<400> 22 

Met Arg Thr Ala Pro Ser Leu Arg Arg Cys Val Cys Leu Leu Leu Ala 
15 10 15 

Ala lie Leu Asp Leu Ala Arg Tyr Leu Thr Val Asn lie Glu Pro Leu 
20 25 30 

Pro Pro Val Val Ala Gly Asp Ala Val Thr Leu Lys Cys Asn Phe Lys 
35 40 45 
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Thr Asp Gly Arg Met Arg Glu lie Val Trp Tyr Arg Val Thr Asp Gly 
50 55 60 

Gly Thr lie Lys Gin Lys lie Phe Thr Phe Asp Ala Met Phe Ser Thr 
65 70 75 80 

Asn Tyr Ser His Met Glu Asn Tyr Arg Lys Arg Glu Asp Leu Val Tyr 
85 90 95 

Gin Ser Thr Val Arg Leu Pro Glu Val Arg lie Ser Asp Asn Gly Pro 
100 105 110 

Tyr Glu Cys His Val Gly lie Tyr Asp Arg Ala Thr Arg Glu Lys Val 
115 120 125 

Val Leu Ala Ser Gly Asn lie Phe Leu Asn Val Met Ala Pro Pro Thr 
130 135 140 

Ser lie Glu Val Val Ala Ala Asp Thr Pro Ala Pro Phe Ser Arg Tyr 
145 150 155 160 

Gin Ala Gin Asn Phe Thr Leu Val Cys lie Val Ser Gly Gly Lys Pro 
165 170 175 

Ala Pro Met Val Tyr Phe Lys Arg Asp Gly Glu Pro lie Asp Ala Val 
180 185 190 

Pro Leu Ser Glu Pro Pro Ala Ala Ser Ser Gly Pro Leu Gin Asp Ser 
195 200 205 

Arg Pro Phe Arg Ser Leu Leu Leu Asp Leu Asp Asp Thr Lys Met Gin 
210 215 220 

Lys Ser Leu Ser Leu Leu Asp Ala Glu Asn Arg Gly Gly Arg Pro Tyr 
225 230 235 240 

Thr Glu Arg Pro Ser Arg Gly Leu Thr Pro Asp Pro Asn lie Leu Leu 
245 250 255 

Gin Pro Thr Thr Glu Asn lie Pro Glu Thr Val Val Ser Arg Glu Phe 
260 265 270 

Pro Arg Trp Val His Ser Ala Glu Pro Thr Tyr Phe Leu Arg His Ser 
275 280 285 

Arg Thr Pro Ser Ser Asp Gly Thr Val Glu Val Arg Ala Leu Leu Thr 
290 295 300 

Trp Thr Leu Asn Pro Gin lie Asp Asn Glu Ala Leu Phe Ser Cys Glu 
305 310 315 320 

Val Lys His Pro Ala Leu Ser Met Pro Met Arg Ala Glu Val Thr Pro 
325 330 335 

Val Ala Pro Lys Gly Pro Lys lie Val Met Thr Pro Ser Arg Ala Arg 
340 345 350 
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Val Gly Asp Thr 
355 

Phe Pro Glu Pro 
370 

Asp Gly Ser Ala 
385 

Pro Ala Glu Leu 



Leu Gly Ser Thr 
420 

Asn lie Pro Arg 
435 

Gly Ala Arg Leu 
450 

Thr 

465 



Val Arg lie Leu 
360 

Met Phe Thr Trp 
375 

Glu Phe Asp Gly 
390 

Asn Gly Ser Met 
405 

Asp Thr His Thr 



Gly Thr Glu Asp 
440 

Thr Leu Val Leu 

455 



Val His Gly Phe 



Thr Arg Val Gly 
380 

Lys Glu Leu Val 
395 

Tyr Arg Cys Thr 
410 

Arg Leu lie Val 
425 

Ser Asn Gly Ser 



Ala Leu Thr Val 
460 



Gin Asn Glu Val 
365 

Ser Arg Leu Leu 



Leu Glu Arg Val 
400 

Ala Gin Asn Pro 
415 

Phe Glu Asn Pro 
430 

lie Gly Pro Thr 
445 

lie Leu Glu Leu 



<210> 23 

<211> 1593 

<212> DNA 

<213> Homo sapiens 

<400> 23 

cagctcccgg gcaccatgcg aaccgccccg 
gccgcgatcc tggacctggc gcgcggctac 
gtggtggctg gagacgccgt gactttgaag 
gagatcgtgt ggtaccgggt gacggatggt 
gacgccatgt tctccaccaa ctactcacac 
gtgtaccagt ccactgtgag gctgcccgag 
tgccatgtgg gcatctacga ccgcgccacc 
atcttcctca acgtcatggc tcctcccacc 
gcccccttca gccgctacca agcccagaac 
aaaccagcac ccatggttta tttcaaacga 
tcagagccac cagctgcgag ctccggcccc 
ctgctggacc tggatgacac caagatgcag 
cggggtgggc gaccctacac ggagcgcccc 
ctcctccagc caaccacaga gaacatacca 
tgggtccaca gcgccgagcc cacctacttc 
ggcactgtgg aagtacgtgc cctgctcacc 
gccctcttca gctgcgaggt caagcaccca 
acgccggttg cccccaaagg acccaaaatt 
gacacagtga ggattctggt ccatgggttt 
acgtggacgc gggttgggag ccgcctcctg 
ctggtgctgg agcgggttcc cgccgagctc 
aacccactgg ^ctccaccga cacgcacacc 
ccaagaggaa cggaggactc taatggttcc 
gtgctcgccc tgacagtgat tctggagctg 
caggcactga catctccacg accggttttc 



agcctccgcc gctgcgtctg cctgctgctc 60 
ctgacagtca acattgagcc tctcccccct 120 
tgtaacttca agacagatgg gcgcatgcgg 180 
ggcaccatca agcaaaagat cttcaccttc 240 
atggagaact accgcaagcg agaggacctg 3 00 
gtccggatct cagacaatgg tccctatgag 360 
agggagaagg tggtcctggc atcaggcaac 420 
tccattgaag tggtggctgc tgacacacca 4 80 
ttcacgctgg tctgcatcgt gtctggagga 540 
gatggggaac caatcgacgc agtgccccta 600 
ctacaggaca gcaggccctt ccgcagcctt 660 
aagtcactgt ccctcctgga cgccgagaac 720 
tcccgtggcc tgaccccaga tcccaacatc 780 
gagacggtcg tgagccgtga gtttccccgc 840 
ctgcgccaca gccgcacccc gagcagtgac 900 
tggaccctca acccacagat cgacaacgag 960 
gctctgtcga tgcccatgcg ggcagaggtc 1020 
gtgatgacgc ccagcagagc ccgggtaggg 108 0 
cagaacgaag tcttcccgga gcccatgttc 1140 
gacggcagcg ctgagttcga cgggaaggag 12 0 0 
aatggctcca tgtatcgctg caccgcccag 1260 
cggctcatcg tgtttgaaaa cccaaatatc 132 0 
attggcccca ctggtgcccg gctcaccttg 1380 
acgtgaaggc acccgccccg gccactccat 1440 
atttcttttc taaactattt ccagtcttgt 1500 
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tcttagtctc tttccatctg tgtcttggct tcttcagtcg gtttaattaa aacaaacaga 
acaattttcc ccaaaaaaaa aaaaaaaaaa aaa 



<210> 24 
<211> 466 
<212> PRT 

<213> Homo sapiens 
<400> 24 

Met Arg Thr Ala Pro Ser Leu Arg Arg Cys Val Cys Leu Leu Leu Ala 
15 10 15 

Ala He Leu Asp Leu Ala Arg Gly Tyr Leu Thr Val Asn He Glu Pro 
20 25 30 

Leu Pro Pro Val Val Ala Gly Asp Ala Val Thr Leu Lys Cys Asn Phe 
35 40 45 

Lys Thr Asp Gly Arg Met Arg Glu lie Val Trp Tyr Arg Val Thr Asp 
50 55 60 

Gly Gly Thr He Lys Gin Lys He Phe Thr Phe Asp Ala Met Phe Ser 
65 70 75 80 

Thr Asn Tyr Ser His Met Glu Asn Tyr Arg Lys Arg Glu Asp Leu Val 
85 90 95 

Tyr Gin Ser Thr Val Arg Leu Pro Glu Val Arg He Ser Asp Asn Gly 
100 105 110 

Pro Tyr Glu Cys His Val Gly He Tyr Asp Arg Ala Thr Arg Glu Lys 
115 120 125 

Val Val Leu Ala Ser Gly Asn He Phe Leu Asn Val Met Ala Pro Pro 
130 135 140 

Thr Ser He Glu Val Val Ala Ala Asp Thr Pro Ala Pro Phe Ser Arg 
145 150 155 160 

Tyr Gin Ala Gin Asn Phe Thr Leu Val Cys He Val Ser Gly Gly Lys 
165 170 175 

Pro Ala Pro Met Val Tyr Phe Lys Arg Asp Gly Glu Pro He Asp Ala 
180 185 190 

Val Pro Leu Ser Glu Pro Pro Ala Ala Ser Ser Gly Pro Leu Gin Asp 
195 200 205 

Ser Arg Pro Phe Arg Ser Leu Leu Leu Asp Leu Asp Asp Thr Lys Met 
210 215 220 

Gin Lys Ser Leu Ser Leu Leu Asp Ala Glu Asn Arg Gly Gly Arg Pro 
225 230 235 240 

Tyr Thr Glu Arg Pro Ser Arg Gly Leu Thr Pro Asp Pro Asn He Leu 
245 250 255 
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Leu Gin Pro Thr Thr Glu Asn lie Pro Glu Thr Val Val Ser Arg Glu 
260 265 270 

Phe Pro Arg Trp Val His Ser Ala Glu Pro Thr Tyr Phe Leu Arg His 
275 280 285 

Ser Arg Thr Pro Ser Ser Asp Gly Thr Val Glu Val Arg Ala Leu Leu 
290 295 300 

Thr Trp Thr Leu Asn Pro Gin lie Asp Asn Glu Ala Leu Phe Ser Cys 
305 310 315 320 

Glu Val Lys His Pro Ala Leu Ser Met Pro Met Arg Ala Glu Val Thr 
325 330 335 

Pro Val Ala Pro Lys Gly Pro Lys lie Val Met Thr Pro Ser Arg Ala 
340 345 350 

Arg Val Gly Asp Thr Val Arg lie Leu Val His Gly Phe Gin Asn Glu 
355 360 365 

Val Phe Pro Glu Pro Met Phe Thr Trp Thr Arg Val Gly Ser Arg Leu 
370 375 380 

Leu Asp Gly Ser Ala Glu Phe Asp Gly Lys Glu Leu Val Leu Glu Arg 
385 390 395 400 

Val Pro Ala Glu Leu Asn Gly Ser Met Tyr Arg Cys Thr Ala Gin Asn 
405 410 415 

Pro Leu Gly Ser Thr Asp Thr His Thr Arg Leu lie Val Phe Glu Asn 
420 425 430 

Pro Asn lie Pro Arg Gly Thr Glu Asp Ser Asn Gly Ser lie Gly Pro 
435 440 445 

Thr Gly Ala Arg Leu Thr Leu Val Leu Ala Leu Thr Val lie Leu Glu 
450 455 460 

Leu Thr 
465 



<210> 25 

<211> 1407 

<212> DNA 

<213> Homo sapiens 

<400> 25 

atgcgaaccg ccccgagcct ccgccgctgc 
ctggcgcgcg gctacctgac agtcaacatt 
gccgtgactt tgaagtgtaa cttcaagaca 
cgggtgacgg atggtggcac catcaagcaa 
accaactact cacacatgga gaactaccgc 
gtgaggctgc ccgaggtccg gatctcagac 
tacgaccgcg ccaccaggga gaaggtggtc 



gtctgcctgc tgctcgccgc gatcctggac 60 
gagcctctcc cccctgtggt ggctggagac 120 
gatgggcgca tgcgggagat cgtgtggtac 18 0 
aagatcttca ccttcgacgc catgttctcc 240 
aagcgagagg acctggtgta ccagtccact 300 
aatggtccct atgagtgcca tgtgggcatc 3 60 
ctggcatcag gcaacatctt cctcaacgtc 420 
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atggctcctc 
taccaagccc 
gtttatttca 
gcgagctccg 
gatgacacca 
ccctacacgg 
accacagaga 
gccgagccca 
gtacgtgccc 
tgcgaggtca 
cccaaaggac 
attctggtcc 
gttgggagcc 
cgggttcccg 
tccaccgaca 
gaggactcta 
acagtgattc 



ccacctccat 
agaacttcac 
aacgagatgg 
gccccctaca 
agatgcagaa 
agcgcccctc 
acataccaga 
cctacttcct 
tgctcacctg 
agcacccagc 
ccaaaattgt 
atgggtttca 
gcctcctgga 
ccgagctcaa 
cgcacacccg 
atggttccat 
tggagctgac 



tgaagtggtg 
gctggtctgc 
ggaaccaatc 
ggacagcagg 
gtcactgtcc 
ccgtggcctg 
gacggtcgtg 
gcgccacagc 
gaccctcaac 
tctgtcgatg 
gatgacgccc 
gaacgaagtc 
cggcagcgct 
tggctccatg 
gctcatcgtg 
tggccccact 
gtgaagg 



gctgctgaca 
atcgtgtctg 
gacgcagtgc 
cccttccgca 
ctcctggacg 
accccagatc 
agccgtgagt 
cgcaccccga 
ccacagatcg 
cccatgcagg 
agcagagccc 
ttcccggagc 
gagttcgacg 
tatcgctgca 
tttgaaaacc 
ggtgcccggc 



caccagcccc 
gaggaaaacc 
ccctatcaga 
gccttctgca 
ccgagaaccg 
ccaacatcct 
ttccccgctg 
gcagtgacgg 
acaacgaggc 
cagaggtcac 
gggtagggga 
ccatgttcac 
ggaaggagct 
ccgcccagaa 
caaatatccc 
tcaccttggt 



cttcagccgc 
agcacccatg 
gccaccagct 
ccgtgacctg 
gggtgggcga 
cctccagcca 
ggtccacagc 
cactgtggaa 
cctcttcagc 
gctggttgcc 
cacagtgagg 
gtggacgcgg 
ggtgctggag 
cccactgggc 
aagaggaacg 
gctcgccctg 



480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1407 



<210> 26 

<211> 467 

<212> PRT 

<213> Homo sapiens 

<400> 26 

Met Arg Thr Ala Pro Ser Leu Arg Arg Cys Val Cys Leu Leu Leu Ala 
15 10 15 

Ala lie Leu Asp Leu Ala Arg Gly Tyr Leu Thr Val Asn lie Glu Pro 
20 25 30 

Leu Pro Pro Val Val Ala Gly Asp Ala Val Thr Leu Lys Cys Asn Phe 
35 40 45 

Lys Thr Asp Gly Arg Met Arg Glu lie Val Trp Tyr Arg Val Thr Asp 
50 55 60 

Gly Gly Thr lie Lys Gin Lys lie Phe Thr Phe Asp Ala Met Phe Ser 
65 70 75 80 

Thr Asn Tyr Ser His Met Glu Asn Tyr Arg Lys Arg Glu Asp Leu Val 
85 90 95 

Tyr Gin Ser Thr Val Arg Leu Pro Glu Val Arg lie Ser Asp Asn Gly 
100 105 110 

Pro Tyr Glu> Cys His Val Gly lie Tyr Asp Arg Ala Thr Arg Glu Lys 
115 120 125 

Val Val Leu Ala Ser Gly Asn lie Phe Leu Asn Val Met Ala Pro Pro 
130 135 140 

Thr Ser lie Glu Val Val Ala Ala Asp Thr Pro Ala Pro Phe Ser Arg 
145 150 155 160 

Tyr Gin Ala Gin Asn Phe Thr Leu Val Cys lie Val Ser Gly Gly Lys 
165 170 175 
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Pro Ala Pro Met Val Tyr Phe Lys Arg Asp Gly Glu Pro lie Asp Ala 
180 185 190 



Val Pro Leu Ser Glu Pro Pro Ala 
195 200 

Ser Arg Pro Phe Arg Ser Leu Leu 
210 215 

Met Gin Lys Ser Leu Ser Leu Leu 
225 230 

Pro Tyr Thr Glu Arg Pro Ser Arg 
245 



Ala Ser Ser Gly Pro Leu Gin Asp 
205 

His Arg Asp Leu Asp Asp Thr Lys 
220 

Asp Ala Glu Asn Arg Gly Gly Arg 
235 240 

Gly Leu Thr Pro Asp Pro Asn lie 
250 255 



Leu Leu Gin Pro Thr Thr Glu Asn lie Pro Glu Thr Val Val Ser Arg 
260 265 270 

Glu Phe Pro Arg Trp Val His Ser Ala Glu Pro Thr Tyr Phe Leu Arg 
275 280 285 

His Ser Arg Thr Pro Ser Ser Asp Gly Thr Val Glu Val Arg Ala Leu 
290 295 300 

Leu Thr Trp Thr Leu Asn Pro Gin lie Asp Asn Glu Ala Leu Phe Ser 
305 310 315 320 

Cys Glu Val Lys His Pro Ala Leu Ser Met Pro Met Gin Ala Glu Val 
325 330 335 

Thr Leu Val Ala Pro Lys Gly Pro Lys lie Val Met Thr Pro Ser Arg 
340 345 350 

Ala Arg Val Gly Asp Thr Val Arg lie Leu Val His Gly Phe Gin Asn 
355 360 365 

Glu Val Phe Pro Glu Pro Met Phe Thr Trp Thr Arg Val Gly Ser Arg 
370 375 380 

Leu Leu Asp Gly Ser Ala Glu Phe Asp Gly Lys Glu Leu Val Leu Glu 
385 390 395 400 

Arg Val Pro Ala Glu Leu Asn Gly Ser Met Tyr Arg Cys Thr Ala Gin 
405 410 415 

Asn Pro Leu Gly Ser Thr Asp Thr His Thr Arg Leu lie Val Phe Glu 
420 425 430 

Asn Pro Asn lie Pro Arg Gly Thr Glu Asp Ser Asn Gly Ser lie Gly 
435 440 445 

Pro Thr Gly Ala Arg Leu Thr Leu Val Leu Ala Leu Thr Val lie Leu 
450 455 460 



Glu Leu Thr 
465 
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<210> 27 

<211> 682 

<212> DNA 

<213> Homo sapiens 

<400> 27 

accatgcgaa ccgccccgag cctccgccgc tgcccgccac cgcctcggcc agtggccgga 60 
ggcaggagcg cgtctgagtt tccccgctgg gtccacagcg ccgagcccac ctacttcctg 12 0 
cgccacagcc gcaccccgag cagtgacggc actgtggaag tacgtgccct gctcacctgg 180 
accctcaacc cacagatcga caacgaggcc ctcttcagct gcgaggtcaa gcacccagct 240 
ctgtcgatgc ccatgcgggc agaggtcacg ctggttgccc ccaaaggacc caaaattgtg 300 
atgatgccca gcagagcccg ggtaggggac acagtgagga ttctggtcca tgggtttcag 360 
aacgaagtct tcccggagcc catgttcacg tggacgcggg ttgggagccg cctcctggac 42 0 
ggcagcgctg agttcgacgg gaaggagctg gtgctggagc gggttcccgc cgagctcaat 4 80 
ggctccatgt atcgctgcac cgcccagaac ccactgggct ccactgacac gcacacccgg 540 
ctcatcgtgt ttgaaaaccc aaatatccca agaggaacgg aggactctaa tggttccatt 600 
gcccccactg gtgcccggct caccttggtg ctcgccctga cagtgattct ggagctgacg 660 
tgatgacagt gattctggag ct 682 



<210> 28 
<211> 219 
<212> PRT 

<213> Homo sapiens 



<400> 28 
Met Arg Thr Ala 
1 

Val Ala Gly Gly 
20 

Ala Glu Pro Thr 
35 

Gly Thr Val Glu 
50 

lie Asp Asn Glu 

65 

Ser Met Pro Met 



Lys lie Val Met 
100 

lie Leu Val His 
115 

Thr Trp Thr Arg 
130 



Pro Ser Leu Arg 
5 

Arg Ser Ala Ser 



Tyr Phe Leu Arg 
40 

Val Arg Ala Leu 
55 

Ala Leu Phe Ser 
70 

Arg Ala Glu Val 
85 

Met Pro Ser Arg 



Gly Phe Gin Asn 
120 

Val Gly Ser Arg 
135 



Arg Cys Pro Pro 
10 

Glu Phe Pro Arg 
25 

His Ser Arg Thr 



Leu Thr Trp Thr 
60 

Cys Glu Val Lys 
75 

Thr Leu Val Ala 
90 

Ala Arg Val Gly 
105 

Glu Val Phe Pro 



Leu Leu Asp Gly 
140 



Pro Pro Arg Pro 
15 

Trp Val His Ser 
30 

Pro Ser Ser Asp 
45 

Leu Asn Pro Gin 



His Pro Ala Leu 
80 

Pro Lys Gly Pro 
95 

Asp Thr Val Arg 
110 

Glu Pro Met Phe 

125 

Ser Ala Glu Phe 




Ser Met Tyr Arg Cys Thr Ala Gin Asn Pro Leu Gly Ser Thr Asp Thr 
165 170 175 



His Thr Arg Leu lie Val 
180 

Glu Asp Ser Asn Gly Ser 
195 

Val Leu Ala Leu Thr Val 
210 



Phe Glu Asn Pro Asn 
185 

lie Ala Pro Thr Gly 
200 

lie Leu Glu Leu Thr 
215 



lie Pro Arg Gly Thr 
190 

Ala Arg Leu Thr Leu 
205 



<210> 29 

<211> 992 

<212> DNA 

<213> Homo sapiens 

<400> 29 

accatgcgaa ccgccccgag cctccgccgc tgcgtctgcc tgctgctcgc cgcgatcctg 60 
gacctggcgc gcggctacct gacagtcaac attgagcctc tcccccctgt ggtggctgga 120 
gacgccgtga ctttgaagtg taacttcaag acagatgggc gcatgcggga gatcgtgtgg 180 
taccgggtga cggatggtgg caccatcaag caaaagatct tcaccttcga cgccatgttc 240 
tccaccaact actcacacat ggagaactac cgcaagcgag aggacctggt gtaccagtcc 300 
actgtgaggc tgcccgaggt ccggatctca gacaatggtc cctatgagtg ccatgtgggc 360 
atctacgacc gcgccaccag ggagaaggtg gtcctggcat caggcaacat cttcctcaac 420 
gtcatggttg cccccaaagg acccaaaatt gtgatgacgc ccagcagagc ccgggtaggg 480 
gacacagtga ggattctggt ccatgggttt cagaacgaag tcttcccgga gcccatgttc 540 
acgtggacgc gggttgggag ccgcctcctg gacggcagcg ctgagttcga cgggaaggag 600 
ctggtgctgg agcgggttcc cgccgagctc aatggctcca tgtatcgctg caccgccccg 660 
aacccactgg gctccaccga cacgcacacc cggctcatcg tgtttgaaaa cccaaatatc 720 
ccaagaggaa cggaggactc taatggttcc attggcccca ctggtgcccg gctcaccttg 780 
gtgctcgccc tgacagtgat tctggagctg acgtgaagac agtgattctg gagctgacgt 840 
gacagtgatt ctggagctga cgtgatgaca gtgattctgg agctgacgtg atgacagtga 900 
ttctggagct gacgtgatga cagtgattct ggagctgacg tgatgacagt gattctggag 960 
ctgacgtgat gacagtgatt ctggagctga eg 992 



<210> 30 
<211> 270 
<212> PRT 

<213> Homo sapiens 
<400> 30 

Met Arg Thr Ala Pro Ser Leu Arg Arg Cys Val Cys Leu Leu Leu Ala 
15 10 15 

Ala lie Leu Asp Leu Ala Arg Gly Tyr Leu Thr Val Asn lie Glu Pro 
20 25 30 

Leu Pro Pro Val Val Ala Gly Asp Ala Val Thr Leu Lys Cys Asn Phe 
35 40 45 

Lys Thr Asp Gly Arg Met Arg Glu lie Val Trp Tyr Arg Val Thr Asp 
50 55 60 
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Gly Gly Thr lie Lys Gin Lys lie 
65 70 

Thr Asn Tyr Ser His Met Glu Asn 
85 

Tyr Gin Ser Thr Val Arg Leu Pro 
100 

Pro Tyr Glu Cys His Val Gly lie 
115 120 

Val Val Leu Ala Ser Gly Asn lie 
130 135 



Phe Thr Phe Asp Ala Met Phe Ser 
75 80 

Tyr Arg Lys Arg Glu Asp Leu Val 
90 95 

Glu Val Arg lie Ser Asp Asn Gly 
105 110 

Tyr Asp Arg Ala Thr Arg Glu Lys 
125 

Phe Leu Asn Val Met Val Ala Pro 
140 



Lys Gly Pro Lys 
145 

Thr Val Arg lie 



Pro Met Phe Thr 
180 

Ala Glu Phe Asp 
195 

Leu Asn Gly Ser 
210 

Thr Asp Thr His 
225 

Arg Gly Thr Glu 



Leu Thr Leu Val 
260 



lie Val Met Thr 
150 

Leu Val His Gly 
165 

Trp Thr Arg Val 



Gly Lys Glu Leu 
200 

Met Tyr Arg Cys 
215 

Thr Arg Leu lie 
230 

Asp Ser Asn Gly 
245 

Leu Ala Leu Thr 



Pro Ser Arg Ala 
155 

Phe Gin Asn Glu 
170 

Gly Ser Arg Leu 
185 

Val Leu Glu Arg 



Thr Ala Pro Asn 
220 

Val Phe Glu Asn 
235 

Ser lie Gly Pro 
250 

Val lie Leu Glu 
265 



Arg Val Gly Asp 
160 

Val Phe Pro Glu 
175 

Leu Asp Gly Ser 
190 

Val Pro Ala Glu 

205 

Pro Leu Gly Ser 



Pro Asn lie Pro 
240 

Thr Gly Ala Arg 
255 

Leu Thr 
270 



<210> 31 

<211> 1341 

<212> DNA 

<213> Homo sapiens 



<400> 31 

ggatcctacc tgacagtcaa cattgagcct ctcccccctg tggtggctgg agacgccgtg 60 
actttgaagt gtaacttcaa gacagatggg cgcatgcggg agatcgtgtg gtaccgggtg 12 0 
acggatggtg gcaccatcaa gcaaaagatc ttcaccttcg acgccatgtt ctccaccaac 180 
tactcacaca tggagaacta ccgcaagcga gaggacctgg tgtaccagtc cactgtgagg 240 
ctgcccgagg tccggatctc agacaatggt ccctatgagt gccatgtggg catctacgac 300 
cgcgccacca gggagaaggt ggtcctggca tcaggcaaca tcttcctcaa cgtcatggct 3 60 
cctcccacct ccattgaagt ggtggctgct gacacaccag cccccttcag ccgctaccaa 420 
gcccagaact tcacgctggt ctgcatcgtg tctggaggaa aaccagcacc catggtttat 4 80 
ttcaaacgag atggggaacc aatcgacgca gtgcccctat cagagccacc agctgcgagc 540 
tccggccccc tacaggacag caggcccttc cgcagccttc tgcaccgtga cctggatgac 600 
accaagatgc agaagtcact gtccctcctg gacgccgaga accggggtgg gcgaccctac 660 
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acggagcgcc cctcccgtgg cctgacccca gatcccaaca tcctcctcca gccaaccaca 720 
gagaacatac cagagacggt cgtgagccgt gagtttcccc gctgggtcca cagcgccgag 780 
cccacctact tcctgcgcca cagccgcacc ccgagcagtg acggcactgt ggaagtacgt 840 
gccctgctca cctggaccct caacccacag atcgacaacg aggccctctt cagctgcgag 900 
gtcaagcacc cagctctgtc gatgcccatg caggcagagg tcacgctggt tgcccccaaa 960 
ggacccaaaa ttgtgatgac gcccagcaga gcccgggtag gggacacagt gaggattctg 102 0 
gtccatgggt ttcagaacga agtcttcccg gagcccatgt tcacgtggac gcgggttggg 1080 
agccgcctcc tggacggcag cgctgagttc gacgggaagg agctggtgct ggagcgggtt 114 0 
cccgccgagc tcaatggctc catgtatcgc tgcaccgccc agaacccact gggctccacc 1200 
gacacgcaca cccggctcat cgtgtttgaa aacccaaata tcccaagagg aacggaggac 1260 
tctaatggtt ccattggccc cactggtgcc cggctcacct tggtgctcgc cctgacagtg 1320 
attctggagc tgacgctcga g 1341 



<210> 32 
<211> 447 
<212> PRT 

<213> Homo sapiens 
<400> 32 

Gly Ser Tyr Leu Thr Val Asn lie Glu Pro Leu Pro Pro Val Val Ala 
15 10 15 

Gly Asp Ala Val Thr Leu Lys Cys Asn Phe Lys Thr Asp Gly Arg Met 
20 25 30 

Arg Glu lie Val Trp Tyr Arg Val Thr Asp Gly Gly Thr lie Lys Gin 
35 40 45 

Lys lie Phe Thr Phe Asp Ala Met Phe Ser Thr Asn Tyr Ser His Met 
50 55 60 

Glu Asn Tyr Arg Lys Arg Glu Asp Leu Val Tyr Gin Ser Thr Val Arg 
65 70 75 80 

Leu Pro Glu Val Arg lie Ser Asp Asn Gly Pro Tyr Glu Cys His Val 
85 90 95 

Gly lie Tyr Asp Arg Ala Thr Arg Glu Lys Val Val Leu Ala Ser Gly 
100 105 110 

Asn lie Phe Leu Asn Val Met Ala Pro Pro Thr Ser lie Glu Val Val 
115 120 125 

Ala Ala Asp Thr Pro Ala Pro Phe Ser Arg Tyr Gin Ala Gin Asn Phe 
130 135 140 

Thr Leu Val Cys lie Val Ser Gly Gly Lys Pro Ala Pro Met Val Tyr 
145 150 155 160 

Phe Lys Arg Asp Gly Glu Pro lie Asp Ala Val Pro Leu Ser Glu Pro 
165 170 175 

Pro Ala Ala Ser Ser Gly Pro Leu Gin Asp Ser Arg Pro Phe Arg Ser 
180 185 190 



Leu Leu 



His Arg Asp 



Leu Asp Asp 



Thr Lys Met Gin Lys Ser Leu Ser 
37 



195 



200 



205 



Leu Leu Asp Ala Glu 
210 

Ser Arg Gly Leu Thr 
225 

Glu Asn lie Pro Glu 
245 

His Ser Ala Glu Pro 
260 

Ser Asp Gly Thr Val 

275 

Pro Gin lie Asp Asn 
290 

Ala Leu Ser Met Pro 
305 

Gly Pro Lys lie Val 
325 

Val Arg lie Leu Val 
340 

Met Phe Thr Trp Thr 
355 

Glu Phe Asp Gly Lys 
370 

Asn Gly Ser Met Tyr 
385 

Asp Thr His Thr Arg 
405 

Gly Thr Glu Asp Ser 
420 

Thr Leu Val Leu Ala 
435 



Asn Arg Gly Gly Arg Pro 
215 

Pro Asp Pro Asn lie Leu 
230 235 

Thr Val Val Ser Arg Glu 
250 

Thr Tyr Phe Leu Arg His 
265 

Glu Val Arg Ala Leu Leu 
280 

Glu Ala Leu Phe Ser Cys 

295 

Met Gin Ala Glu Val Thr 
310 315 

Met Thr Pro Ser Arg Ala 
330 

His Gly Phe Gin Asn Glu 
345 

Arg Val Gly Ser Arg Leu 
360 

Glu Leu Val Leu Glu Arg 
375 

Arg Cys Thr Ala Gin Asn 
390 395 

Leu lie Val Phe Glu Asn 
410 

Asn Gly Ser lie Gly Pro 

425 

Leu Thr Val lie Leu Glu 
440 



Tyr Thr Glu Arg Pro 
220 

Leu Gin Pro Thr Thr 
240 

Phe Pro Arg Trp Val 
255 

Ser Arg Thr Pro Ser 
270 

Thr Trp Thr Leu Asn 

285 

Glu Val Lys His Pro 
300 

Leu Val Ala Pro Lys 
320 

Arg Val Gly Asp Thr 
335 

Val Phe Pro Glu Pro 
350 

Leu Asp Gly Ser Ala 
365 

Val Pro Ala Glu Leu 
380 

Pro Leu Gly Ser Thr 
400 

Pro Asn lie Pro Arg 
415 

Thr Gly Ala Arg Leu 

430 

Leu Thr Leu Glu 
445 



<210> 33 

<211> 702 

<212> DNA 

<213> Homo sapiens 

<400> 33 

ggatcctacc tgacagtcaa cattgagcct ctcccccctg tggtggc.tgg agacgccgtg 60 

actttgaagt gtaacttcaa gacagatggg cgcatgcggg agatcgtgtg gtaccgggtg 12 0 

acggatggtg gcaccatcaa gcaaaagatc ttcaccttcg acgccatgtt ctccaccaac 180 
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tactcacaca 
ctgcccgagg 
cgcgccacca 
gcccccaaag 
aggafctctgg 
cgggttggga 
gagcgggttc 
ggctccaccg 
acggaggact 



tggagaacta 
tccggatctc 
gggagaaggt 
gacccaaaat 
tccatgggtt 
gccgcctcct 
ccgccgagct 
acacgcacac 
ctaatggttc 



ccgcaagcga 
agacaatggt 
ggtcctggca 
tgtgatgacg 
tcagaacgaa 
ggacggcagc 
caatggctcc 
ccggctcatc 
cattggcccc 



gaggacctgg 
ccctatgagt 
tcaggcaaca 
cccagcagag 
gtcttcccgg 
gctgagttcg 
atgtatcgct 
gtgtttgaaa 
actggtctcg 



tgtaccagtc 
gccatgtggg 
tcttcctcaa 
cccgggtagg 
agcccatgtt 
acgggaagga 
gcaccgccca 
acccaaatat 
ag 



cactgtgagg^ 24 0 
catctacgac 300 
cgtcatggtt 360 
ggacacagtg 420 
cacgtggacg 4 80 
gctggtgctg 540 
gaacccactg 600 
cccaagagga 660 
702 



<210> 34 
<211> 234 
<212> PRT 

<213> Homo sapiens 
<400> 34 

Gly Ser Tyr Leu Thr Val Asn lie Glu Pro Leu Pro Pro Val Val Ala 
15 10 15 

Gly Asp Ala Val Thr Leu Lys Cys Asn Phe Lys Thr Asp Gly Arg Met 
20 25 30 

Arg Glu lie Val Trp Tyr Arg Val Thr Asp Gly Gly Thr lie Lys Gin 
35 40 45 

Lys lie Phe Thr Phe Asp Ala Met Phe Ser Thr Asn Tyr Ser His Met 
50 55 60 

Glu Asn Tyr Arg Lys Arg Glu Asp Leu Val Tyr Gin Ser Thr Val Arg 
65 70 75 80 

Leu Pro Glu Val Arg lie Ser Asp Asn Gly Pro Tyr Glu Cys His Val 
85 90 95 

Gly lie Tyr Asp Arg Ala Thr Arg Glu Lys Val Val Leu Ala Ser Gly 
100 105 110 

Asn lie Phe Leu Asn Val Met Val Ala Pro Lys Gly Pro Lys lie Val 
115 120 125 

Met Thr Pro Ser Arg Ala Arg Val Gly Asp Thr Val Arg lie Leu Val 
130 135 140 

His Gly Phe Gin Asn Glu Val Phe Pro Glu Pro Met Phe Thr Trp Thr 
145 150 v 155 160 

Arg Val Gly Ser Arg Leu Leu Asp Gly Ser Ala Glu Phe Asp Gly Lys 
165 170 175 

Glu Leu Val Leu Glu Arg Val Pro Ala Glu Leu Asn Gly Ser Met Tyr 
180 185 190 

Arg Cys Thr Ala Gin Asn Pro Leu Gly Ser Thr Asp Thr His Thr Arg 
195 200 205 



Leu lie Val Phe Glu Asn Pro Asn lie 



Pro Arg 
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Gly Thr Glu Asp Ser 



210 215 220 

Asn Gly Ser lie Gly Pro Thr Gly Leu Glu 
225 230 



<210> 35 

<211> 1446 

<212> DNA 

<213> Homo sapiens 

<400> 35 

gcggaacaaa ctggaaagct gaccgaattt gtgtctaacc tggcgtggga tttcgcagtc 60 
aaagaagggt tccgggtttt caaagagatg cccttcacaa atccgttaac aaggtcctac 12 0 
cacacgtggg ccaggcccca gtcccagtgg tgccccacag gcagcaggag ttatagctcc 180 
gttccagaag cttccccagc tcatacctca aggggaggtc tggttatctc tccagagagc 240 
ctctctccac ctgtcagaga gctgtatcac cggctgaagc acttcatgga gcaacgtgtg 3 00 
taccctgcag agccagagct gcagagtcac caggcctcag cagccaggtg gagcccctcc 360 
ccactgatcg aagacctcaa ggagaaagcc aaagctgaag gactttggaa ccttttccta 420 
cccttagagg ctgatcccga gaaaaaatac ggagcaggac tgaccaatgt ggaatatgca 4 80 
catctgtgtg agctcatggg cacgtccctg tatgcccccg aggtatgtaa ctgctctgcg 540 
cctgacacgg gcaacatgga gctgctggtg aggtatggca ccgaagcgca gaaggctcgc 600 
tggctgattc ctctgctgga ggggaaagcc cgctcctgtt ttgctatgac cgagccccag 660 
gttgcctctt cagatgccac caacattgag gcttccatca gagaggagga cagcttctat 720 
gtcataaacg gtcacaaatg gtggatcaca ggcatcctgg atcctcgttg ccaactctgt 780 
gtgtttatgg gaaaaacaga cccacatgca ccaagacacc ggcagcagtc tgtgctcttg 840 
gttcccatgg ataccccagg gataaaaatc atccggcctc tgacggtgta tggactggaa 900 
gatgcaccag gtggccatgg tgaagtccga tttgagcacg tgcgtgtgcc caaagagaac 960 
atggtcctgg gccctggccg aggctttgag atcgcccagg gcagactggg ccccggcagg 1020 
atccatcact gcatgaggct gatcgggttc tcagagaggg ccctggcact catgaaggcc 1080 
cgcgtgaagt cccgcttggc ttttgggaag cccctggtgg agcagggcac agtgctggcg 1140 
gacatcgcgc agtcgcgcgt ggagattgag caggcacggc tgctggtgct gagagctgcc 120 0 
cacctcatgg acctggcagg aaacaaggct gcagccttgg atatagccat gattaaaatg 1260 
gtcgccccgt ccatggcctc ccgagtgatt gatcgtgcga ttcaggcctt tggagcagca 1320 
ggcctgagca gcgactaccc actggctcag ttcttcacct gggcccgagc cctgcgcttt 1380 
gccgacggcc ctgacgaggt gcaccgggcc acggtggcca agctagagct gaagcaccgc 144 0 
atttag 1446 



<210> 36 
<211> 452 
<212> PRT 

<213> Homo sapiens 
<400> 36 

Met Pro Phe Thr Asn Pro Leu Thr Arg Ser Tyr His Thr Trp Ala Arg 
15 10 15 

Pro Gin Ser Gin Trp Cys Pro Thr Gly Ser Arg Ser Tyr Ser Ser Val 
20 25 30 

Pro Glu Ala Ser Pro Ala His Thr Ser Arg Gly Gly Leu Val lie Ser 
35 40 ' 45 

Pro Glu Ser Leu Ser Pro Pro Val Arg Glu Leu Tyr His Arg Leu Lys 
50 55 60 
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His Phe Met Glu Gin Arg Val Tyr Pro Ala Glu Pro Glu Leu Gin Ser 
65 70 75 80 



His Gin Ala Ser Ala Ala Arg Trp Ser Pro Ser Pro Leu lie Glu Asp 
85 90 95 

Leu Lys Glu Lys Ala Lys Ala Glu Gly Leu Trp Asn Leu Phe Leu Pro 
100 105 110 

Leu Glu Ala Asp Pro Glu Lys Lys Tyr Gly Ala Gly Leu Thr Asn Val 
115 120 125 

Glu Tyr Ala His Leu Cys Glu Leu Met Gly Thr Ser Leu Tyr Ala Pro 
130 135 140 

Glu Val Cys Asn Cys Ser Ala Pro Asp Thr Gly Asn Met Glu Leu Leu 
145 150 155 160 

Val Arg Tyr Gly Thr Glu Ala Gin Lys Ala Arg Trp Leu lie Pro Leu 
165 170 175 

Leu Glu Gly Lys Ala Arg Ser Cys Phe Ala Met Thr Glu Pro Gin Val 
. 180 185 190 

Ala Ser Ser Asp Ala Thr Asn lie Glu Ala Ser lie Arg Glu Glu Asp 
195 200 205 

Ser Phe Tyr Val lie Asn Gly His Lys Trp Trp lie Thr Gly lie Leu 
210 215 220 

Asp Pro Arg Cys Gin Leu Cys Val Phe Met Gly Lys Thr Asp Pro His 
225 230 235 240 

Ala Pro Arg His Arg Gin Gin Ser Val Leu Leu Val Pro Met Asp Thr 
245 250 255 

Pro Gly lie Lys lie lie Arg Pro Leu Thr Val Tyr Gly Leu Glu Asp 
260 265 270 

Ala Pro Gly Gly His Gly Glu Val Arg Phe Glu His Val Arg Val Pro 
275 280 285 

Lys Glu Asn Met Val Leu Gly Pro Gly Arg Gly Phe Glu He Ala Gin 
290 295 300 

Gly Arg Leu Gly Pro Gly Arg He His His Cys Met Arg Leu He Gly 
305 310 315 320 

Phe Ser Glu Arg Ala Leu Ala Leu Met Lys Ala Arg Val Lys Ser Arg 
325 330 335 

Leu Ala Phe Gly Lys Pro Leu Val Glu Gin Gly Thr Val Leu Ala Asp 
340 345 350 

He Ala Gin Ser Arg Val Glu He Glu Gin Ala Arg Leu Leu Val Leu 
355 360 365 
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Arg Ala Ala His 
370 

Asp lie Ala Met 
385 

lie Asp Arg Ala 



Tyr Pro Leu Ala 
420 

Asp Gly Pro Asp 
435 

Lys His Arg lie 
450 



Leu Met Asp Leu 
375 

lie Lys Met Val 
390 

lie Gin Ala Phe 
405 

Gin Phe Phe Thr 



Glu Val His Arg 
440 



Ala Gly Asn Lys 
380 

Ala Pro Ser Met 
395 

Gly Ala Ala Gly 
410 

Trp Ala Arg Ala 
425 

Ala Thr Val Ala 



Ala Ala Ala Leu 



Ala Ser Arg Val 
400 

Leu Ser Ser Asp 
415 

Leu Arg Phe Ala 
430 

Lys Leu Glu Leu 
445 



<210> 37 

<211> 1363 

<212> DNA 

<213> Homo sapiens 



<400> 37 

agagatgccc 

ccagtggtgc 

tacctcaagg 

gtatcaccgg 

gagtcaccag 

gaaagccaaa 

aaaatacgga 

gtccctgtat 

gctggtgagg 

gaaagcccgc 

cattgaggct 

gatcacaggc 

acatgcacca 

aaaaatcatc 

agtccgattt 

ctttgagatc 

cgggttctca 

tgggaagccc 

gattgagcag 

caaggctgca 

agtgattgat 

ggctcagttc 

ccggaccacg 



ttcacaaatc 
cccacaggca 
ggaggtctgg 
ctgaagcact 
gcctcagcag 
gctgaaggac 
gcaggactga 
gcccccgagg 
tatggcaccg 
tcctgttttg 
tccatcagag 
atcctggatc 
agacaccggc 
cggcctctga 
gagcacgtgc 
gcccagggca 
gagagggccc 
ctggtggagc 
gcacggctgc 
gccttggata 
cgtgcgattc 
ttcacctggg 
gtggccaagc 



cgttaacaag 
gcaggagtta 
ttatctctcc 
tcatggagca 
ccaggtggag 
tttggaacct 
ccaatgtgga 
tatgtaactg 
aagcgcagaa 
ctatgaccga 
aggaggacag 
ctcgttgcca 
agcagtctgt 
cggtgtatgg 
gtgtgcccaa 
gactgggccc 
tggcactcat 
agggcacagt 
tggtgctgag 
tagccatgat 
aggcctttgg 
cccgagccct 
tagagctgaa 



gtcctaccac 
tagctccgtt 
agagagcctc 
acgtgtgtac 
cccctcccca 
tttcctaccc 
atatgcacat 
ctctgcgcct 
ggctcgctgg 
gccccaggtt 
cttctatgtc 
actctgtgtg 
gctcttggtt 
actggaagat 
agagaacatg 
cggcaggatc 
gaaggcccgc 
gctggcggac 
agctgcccac 
taaaatggtc 
agcagcaggc 
gcgctttgcc 
gcaccgcatt 



acgtgggcca 
ccagaagctt 
tctccacctg 
cctgcagagc 
ctgatcgaag 
ttagaggctg 
ctgtgtgagc 
gacacgggca 
ctgattcctc 
gcctcttcag 
ataaacggtc 
tttatgggaa 
cccatggata 
gcaccaggtg 
gtcctgggcc 
catcactgca 
gtgaagtccc 
atcgcgcagt 
ctcatggacc 
gccccgtcca 
ctgagcagcg 
gacggccctg 
tag 



ggccccagtc 
ccccagctca 
tcagagagct 
cagagctgca 
acctcaagga 
atcccgagaa 
tcatgggcac 
acatggagct 
tgctggaggg 
atgccaccaa 
acaaatggtg 
aaacagaccc 
ccccagggat 
gccatggtga 
ctggccgagg 
tgaggctgat 
gcttggcttt 
cgcgcgtgga 
tggcaggaaa 
tggcctcccg 
actacccact 
acgaggtgca 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1363 



<210> 38 
<211> 452 
<212> PRT 

<213> Homo sapiens 



<400> 38 

Met Pro Phe Thr Asn Pro Leu Thr Arg Ser Tyr His Thr Trp Ala Arg 
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1 5 10 15 

Pro Gin Ser Gin Trp Cys Pro Thr Gly Ser Arg Ser Tyr Ser Ser Val 
20 25 30 

Pro Glu Ala Ser Pro Ala His Thr Ser Arg Gly Gly Leu Val lie Ser 
35 40 45 

Pro Glu Ser Leu Ser Pro Pro Val Arg Glu Leu Tyr His Arg Leu Lys 
50 55 60 

His Phe Met Glu Gin Arg Val Tyr Pro Ala Glu Pro Glu Leu Gin Ser 
65 70 75 80 

His Gin Ala Ser Ala Ala Arg Trp Ser Pro Ser Pro Leu lie Glu Asp 
85 90 95 

Leu Lys Glu Lys Ala Lys Ala Glu Gly Leu Trp Asn Leu Phe Leu Pro 
100 105 110 

Leu Glu Ala Asp Pro Glu Lys Lys Tyr Gly Ala Gly Leu Thr Asn Val 
115 120 125 

Glu Tyr Ala His Leu Cys Glu Leu Met Gly Thr Ser Leu Tyr Ala Pro 
130 135 140 

Glu Val Cys Asn Cys Ser Ala Pro Asp Thr Gly Asn Met Glu Leu Leu 
145 150 155 160 

Val Arg Tyr Gly Thr Glu Ala Gin Lys Ala Arg Trp Leu lie Pro Leu 
165 170 175 

Leu Glu Gly Lys Ala Arg Ser Cys Phe Ala Met Thr Glu Pro Gin Val 
180 185 190 

Ala Ser Ser Asp Ala Thr Asn lie Glu Ala Ser lie Arg Glu Glu Asp 
195 200 205 

Ser Phe Tyr Val lie Asn Gly His Lys Trp Trp lie Thr Gly lie Leu 
210 215 220 

Asp Pro Arg Cys Gin Leu Cys Val Phe Met Gly Lys Thr Asp Pro His 
225 230 235 240 

Ala Pro Arg His Arg Gin Gin Ser Val Leu Leu Val Pro Met Asp Thr 
245 250 255 

Pro Gly lie Lys lie lie Arg Pro Leu Thr Val Tyr Gly Leu Glu Asp 
260 265 270 

Ala Pro Gly Gly His Gly Glu Val Arg Phe Glu His Val Arg Val Pro 
275 280 285 

Lys Glu Asn Met Val Leu Gly Pro Gly Arg Gly Phe Glu He Ala Gin 
290 295 300 



Gly Arg Leu Gly Pro Gly Arg He His His Cys Met Arg Leu He Gly 
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305 



310 



315 



320 



Phe Ser Glu Arg 



Leu Ala Phe Gly 
340 

He Ala Gin Ser 
355 

Arg Ala Ala His 
370 

Asp He Ala Met 
385 

He Asp Arg Ala 



Tyr Pro Leu Ala 
420 

Asp Gly Pro Asp 
435 

Lys His Arg He 
450 



Ala Leu Ala Leu 
325 

Lys Pro Leu Val 



Arg Val Glu He 
360 

Leu Met Asp Leu 
375 

He Lys Met Val 
390 

He Gin Ala Phe 
405 

Gin Phe Phe Thr 



Glu Val His Arg 
440 



Met Lys Ala Arg 
33 0 

Glu Gin Gly Thr 
345 

Glu Gin Ala Arg 



Ala Gly Asn Lys 
380 

Ala Pro Ser Met 
395 

Gly Ala Ala Gly 
410 

Trp Ala Arg Ala 
425 

Thr Thr Val Ala 



Val Lys Ser Arg 
335 

Val Leu Ala Asp 
350 

Leu Leu Val Leu 
365 

Ala Ala Ala Leu 



Ala . Ser Arg Val 
400 

Leu Ser Ser Asp 
415 

Leu Arg Phe Ala 
430 

Lys Leu Glu Leu 
445 



<210> 39 
<211> 1380 
<212> DNA 

<213> Homo sapiens 
<400> 39 

gcggaacaaa ctggaaagct gaccgaattt gtgtctaacc tggcgtggga tttcgcagtc 60 
aaagaagggt tccgggtttt caaagagatg cccttcacaa atccgttaac aaggtcctac 12 0 
cacacgtggg ccaggcccca gtcccagtgg tgccccacag gcagcaggag ttatagctcc 180 
gttccagaag cttccccagc tcatacctca aggggaggtc tggttatctc tccagagagc 240 
ctctctccac ctgtcagaga gctgtatcac cggctgaagc acttcatgga gcaacgtgtg 300 
taccctgcag agccagagct gcagagtcac caggcctcag cagccaggtg gagcccctcc 360 
ccactgatcg aagacctcaa ggagaaagcc aaagctgaag gactttggaa ccttttccta 42 0 
cccttagagg ctgatcccga gaaaaaatac ggagcaggac tgaccaatgt ggaatatgca 480 
catctgtgtg agctcatggg cacgtccctg tatgcccccg aggtatgtaa ctgctctgcg 54 0 
cctgacacgg gcaacatgga. gctgctggtg aggtatggca ccgaagcgca gaaggctcgc 600 
tggctgattc ctctgctgga ggggaaagcc cgctcctgtt ttgctatgac cgagccccag 660 
gttgcctctt cagatgccac caacattgag gcttccatca gagaggagga cagcttctat 72 0 
gtcataaacg gtcacaaatg gtggatcaca ggcatcctgg atcctcgttg ccaactctgt 780 
gtgtttatgg gaaaaacaga cccacatgca ccaagacacc ggcagcagtc tgtgctcgtg 84 0 
gttcccatgg ataccccagg gataaaaatc atccggcctc tgacggtgta tggactggaa 900 
gatgcaccag gtggccatgg tgaagtccga tttgagcacg tgcgtgtgcc caaagagaac 960 
atggtcctgg gccctggccg aggctttgag atcgcccagg gcagactggg ccccggcagg 1020 
atccatcact gcatgaggct gatcgggttg tcagagaggg ccatggcact catgaaggcc 10 80 
cgcgctgcag cattggatat agccatgatt aaaatggtcg ccccgtccat ggcctcccga 1140 
gtgattgatc gtgcgattca ggcctttgga gcagcaggct tgagcagcga atacccactg 1200 
gctcattttt tcacatgggc ccgagccctg cgctttgcgg acggtcctga cgaggtgcac 1260 
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cgggccacgg tggccaagct agagctgaag caccgcattt agagccttgg ggctgcagtg 132 0 
gctcaatgtc ctggctggtc cagctgtgcc cagatctgtc actgatgtgc ctcgaaagat 13 80 



<210> 40 
<211> 404 
<212> PRT 

<213> Homo sapiens 
<400> 40 

Met Pro Phe Thr Asn Pro Leu Thr Arg Ser Tyr His Thr Trp Ala Arg 
15 10 15 

Pro Gin Ser Gin Trp Cys Pro Thr Gly Ser Arg Ser Tyr Ser Ser Val 
20 25 30 

Pro Glu Ala Ser Pro Ala His Thr Ser Arg Gly Gly Leu Val lie Ser 
35 40 45 

Pro Glu Ser Leu Ser Pro Pro Val Arg Glu Leu Tyr His Arg Leu Lys 
50 55 60 

His Phe Met Glu Gin Arg Val Tyr Pro Ala Glu Pro Glu Leu Gin Ser 
65 70 75 80 

His Gin Ala Ser Ala Ala Arg Trp Ser Pro Ser Pro Leu lie Glu Asp 
85 90 95 

Leu Lys Glu Lys Ala Lys Ala Glu Gly Leu Trp Asn Leu Phe Leu Pro 
100 105 110 

Leu Glu Ala Asp Pro Glu Lys Lys Tyr Gly Ala Gly Leu Thr Asn Val 
115 120 125 

Glu Tyr Ala His Leu Cys Glu Leu Met Gly Thr Ser Leu Tyr Ala Pro 
130 135 140 

Glu Val Cys Asn Cys Ser Ala Pro Asp Thr Gly Asn Met Glu Leu Leu 
145 150 155 160 

Val Arg Tyr Gly Thr Glu Ala Gin Lys Ala Arg Trp Leu lie Pro Leu 
165 170 175 

Leu Glu Gly Lys Ala Arg Ser Cys Phe Ala Met Thr Glu Pro Gin Val 
180 185 190 

Ala Ser Ser Asp Ala Thr Asn lie Glu Ala Ser lie Arg Glu Glu Asp 
195 200 205 

Ser Phe Tyr Val lie Asn Gly His Lys Trp Trp lie Thr Gly lie Leu 
210 215 220 

Asp Pro Arg Cys Gin Leu Cys Val Phe Met Gly Lys Thr Asp Pro His 
225 230 235 240 

Ala Pro Arg His Arg Gin Gin Ser Val Leu Val Val Pro Met Asp Thr 
245 250 255 
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Pro Gly lie Lys 
260 

Ala Pro Gly Gly 
275 

Lys Glu Asn Met 
290 

Gly Arg Leu Gly 
305 

Leu Ser Glu Arg 



Asp lie Ala Met 
340 

lie Asp Arg Ala 
355 

Tyr Pro Leu Ala 
370 

Asp Gly Pro Asp 
385 

Lys His Arg lie 



lie lie Arg Pro 



His Gly Glu Val 
280 

Val Leu Gly Pro 
295 

Pro Gly Arg lie 
310 

Ala Met Ala Leu 
325 

lie Lys Met Val 



He Gin Ala Phe 
360 

His Phe Phe Thr 

375 

Glu Val His Arg 
390 



Leu Thr Val Tyr 
265 

Arg Phe Glu His 



Gly Arg Gly Phe 
300 

His His Cys Met 
315 

Met Lys Ala Arg 
330 

Ala Pro Ser Met 
345 

Gly Ala Ala Gly 



Trp Ala Arg Ala 
380 

Ala Thr Val Ala 
395 



Gly Leu Glu Asp 
270 

Val Arg Val Pro 
285 

Glu He Ala Gin 



Arg Leu He Gly 
320 

Ala Ala Ala Leu 
335 

Ala Ser Arg Val 
350 

Leu Ser Ser Glu 
365 

Leu Arg Phe Ala 



Lys Leu Glu Leu 
400 



<210> 41 

<211> 3490 

<212> DNA 

<213> Homo sapiens 



<400> 41 

tcccatgggt 

ccaccgatgg 

agttctcatt 

ttctggaact 

tatgagagca 

aatgttaaag 

ggcaaagcag 

gactgcagtc 

ccggaaacag 

taggatctac 

tgatgacctt 

taatgaccca 

aggtgttcca 

gaagtacctc 

tgatcacggg 

gaggaagaag 

gattatgaaa 

agattcaagt 

caaagaccct 



gtgtagaaac 
acacaccttg 
ccttctccag 
atattaaagg 
gaaataacag 
acctccgtgc 
ttcccagtga 
ttgagcaata 
tttgatgtga 
aagctgtgct 
ggaacaaatc 
gagactgcag 
aacactcggc 
aaagacttac 
cagtcaaatc 
cccccaggga 
gcccttgcaa 
gtcattggca 
tccctgccag 



agccttcctg 
gaggcagcac 
ggagagtcgc 
ccttgatgga 
cagagggttt 
ctgtggactc 
tgactgaggc 
atttttatct 
ttgtggagtc 
tggagcagct 
taaaagaagc 
taaaggaatt 
ctgtgaaaaa 
tgggtatcca 
caacttacta 
cactccttcc 
atgctggagt 
cccccttcta 
gcttggagcc 



aaaacacacc 
ctacagagcg 
tgcagaatgg 
aggtggtgaa 
tttacgagaa 
atttttctct 
cataactcaa 
tcccaaccag 
ctgcatggaa 
cggcctgcag 
tgccagactt 
agaagctctc 
gacgatggaa 
gaccacaggc 
catcaggctg 
atctgcccat 
acctgtccct 
tgtgatggag 
cagccacaga 



cagcgcaggc 
gtgattttcg 
gaggtacaga 
aatgggccct 
tttgggagac 
ctgttgacca 
attcgggcaa 
aaaagctttt 
gggatctgta 
ccctctgagt 
ggtattcaca 
ttgggtttta 
attccgaaag 
ccattggaac 
gctaatcgtg 
gccatagaga 
aacgttcttg 
tactgcccag 
cgagccatat 



accaggggtc 
acatgggcgg 
atcgtatccc 
ggatgagatt 
tttgctctga 
gtgagcgagt 
aaggtcttca 
tgcccctgga 
agccagaccc 
ccatctttct 
ccattaaggt 
cattgagagt 
attccttgca 
tacttcagtt 
atctagttct 
gggagttcag 
atctctgtga 
gtctcatcta 
acactgccat 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 
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gaacacagtc 
tgggaagcaa 
ttccgaaact 
tccccgtcag 
tcatccagaa 
cccccttgct 
gctgagaggt 
tttcaggatg 
ggctttttcc 
agggcaagca 
cctggcgtgg 
aaatccgtta 
aggcagcagg 
tctggttatc 
gcacttcatg 
agcagccagg 
aggactttgg 
actgaccaat 
cgaggtatgt 
caccgaagcg 
ttttgctatg 
cagagaggag 
ggatcctcgt 
ccggcagcag 
tctgacggtg 
cgtgcgtgtg 
gggcagactg 
ggccctggca 
ggagcagggc 
gctgctggtg 
ggatatagcc 
gattcagaag 
tgctgagggc 
cccaggctgg 
tgggaatctg 
gctgcagggt 
cctagagacc 
ctggcatctg 
tggaaagggg 
aaaaaaaaaa 



ctgtgcaaaa 
ggggactata 
agcaccatcc 
cagaggacca 
gagccagagg 
gatgtggcct 
attaatgact 
tactgtctcc 
tttttccgtg 
agctccacat 
gatttcgcag 
acaaggtcct 
agttatagct 
tctccagaga 
gagcaacgtg 
tggagcccct 
aaccttttcc 
gtggaatatg 
aactgctctg 
cagaaggctc 
accgagcccc 
gacagcttct 
tgccaactct 
tctgtgctct 
tatggactgg 
cccaaagaga 
ggccccggca 
ctcatgaagg 
acagtgctgg 
ctgagagctg 
atgattaaaa 
acgtctctgc 
caagggggtt 
gcaggcacgg 
gacacatttt 
tcctgtctgg 
caggacctgg 
attatctcca 
ttttggggac 



ttcacagtgt 
ttccacgcca 
cagccatgga 
cagtggtgca 
tgcttgctgt 
acagctgcct 
gtgacttgac 
aaatggggct 
tggctgcaat 
atgcggaaca 
tcaaagaagg 
accacacgtg 
ccgttccaga 
gcctctctcc 
tgtaccctgc 
ccccactgat 
tacccttaga 
cacatctgtg 
cgcctgacac 
gctggctgat 
aggttgcctc 
atgtcataaa 
gtgtgtttat 
tggttcccat 
aagatgcacc 
acatggtcct 
ggatccatca 
cccgcgtgaa 
cggacatcgc 
cccacctcat 
tggtcgcccc 
aagaagcctg 
ctgggacaga 
tcacttcact 
gggaggcctc 
cctccctggt 
gcgcctggga 
tttgaacaca 
acagaagaat 



ggatctgcag 
ggtacgaacc 
gaggctgatc 
cggggacttc 
ccttgactgg 
ggctcattac 
acagctggga 
ccctcccact 
cctacaggga 
aactggaaag 
gttccgggtt 
ggccaggccc 
agcttcccca 
acctgtcaga 
agagccagag 
cgaagacctc 
ggctgatccc 
tgagctcatg 
gggcaacatg 
tcctctgctg 
ttcagatgcc 
cggtcacaaa 
gggaaaaaca 
ggatacccca 
aggtggccat 
gggccctggc 
ctgcatgagg 
gtcccgcttg 
acagtcgcgc 
ggacctggca 
gtccatggcc 
gagtctgttt 
gtctggaaag 
tcagcctttc 
ccaaggctgt 
gagcagaggg 
aaatggaatg 
cagcacagaa 
aagtaaacac 



gctgtgggac 
tgggttaagc 
gaatggctgc 
aggctcgaca 
gaactttcta 
ctgccatcca 
atccctgctg 
gagaactgga 
gtctacaagc 
ctgaccgaat 
ttcaaagaga 
cagtcccagt 
gctcatacct 
gagctgtatc 
ctgcagagtc 
aaggagaaag 
gagaaaaaat 
ggcacgtccc 
gagctgctgg 
gaggggaaag 
accaacattg 
tggtggatca 
gacccacatg 
gggataaaaa 
ggtgaagtcc 
cgaggctttg 
ctgatcgggt 
gcttttggga 
gtggagattg 
ggaaacaagg 
tcccgagtga 
caggccagga 
ctggtcttca 
agtccctctc 
gggacgtgct 
gcggccacgg 
caacccacat 
caatcattta 
atctcggagg 



ttgaagacta 
agtatcgagc 
ccctccatct 
acctggtgtt 
ccttgggcga 
gttttcccgt 
cagaggagta 
acttctatat 
gatcactcac 
ttgtgtctaa 
tgcccttcac 
ggtgccccat 
caaggggagg 
accggctgaa 
accaggcctc 
ccaaagctga 
acggagcagg 
tgtatgcccc 
tgaggtatgg 
cccgctcctg 
aggcttccat 
caggcatcct 
caccaagaca 
tcatccggcc 
gatttgagca 
agatcgccca 
tctcagagag 
agcccctggt 
agcaggcacg 
ctgcagcctt 
ttgatcgtgc 
ggaggggatt 
ggctctcagt 
tctctgcctg 
tgctctggca 
cgggtggtgg 
tgtaaagcca 
aatgttattt 
caaaaaaaaa 



1200 
1260 
1320 
1380 
1440 
1500 
1560 
1620 
1680 
1740 
1800 
1860 
1920 
1980 
2040 
2100 
2160 
2220 
2280 
2340 
2 4 00 
2460 
2520 
2580 
2640 
2700 
2760 
2820 
2880 
2940 
3000 
3060 
3120 
3180 
3240 
3300 
3360 
3420 
3480 
3490 



<210> 42 
<211> 1080 
<212> PRT 

<213> Homo sapiens 
<400> 42 

Met Gly Gly Val Leu lie Pro Ser Pro Gly Arg Val Ala Ala Glu Trp 
15 10 15 

Glu Val Gin Asn Arg lie Pro Ser Gly Thr lie Leu Lys Ala Leu Met 
20 25 30 

Glu Gly Gly Glu Asn Gly Pro Trp Met Arg Phe Met Arg Ala Glu lie 
35 40 45 



47 



Thr Ala Glu Gly Phe Leu Arg Glu Phe Gly Arg Leu Cys Ser Glu Met 
50 55 60 

Leu Lys Thr Ser Val Pro Val Asp Ser Phe Phe Ser Leu Leu Thr Ser 
65 70 75 80 

Glu Arg Val Ala Lys Gin Phe Pro Val Met Thr Glu Ala lie Thr Gin 
85 90 95 

lie Arg Ala Lys Gly Leu Gin Thr Ala Val Leu Ser Asn Asn Phe Tyr 
100 105 110 

Leu Pro Asn Gin Lys Ser Phe Leu Pro Leu Asp Arg Lys Gin Phe Asp 
115 120 125 

Val lie Val Glu Ser Cys Met Glu Gly lie Cys Lys Pro Asp Pro Arg 
130 135 140 

lie Tyr Lys Leu Cys Leu Glu Gin Leu Gly Leu Gin Pro Ser Glu Ser 
145 150 155 160 

lie Phe Leu Asp Asp Leu Gly Thr Asn Leu Lys Glu Ala Ala Arg Leu 
165 170 175 

Gly lie His Thr lie Lys Val Asn Asp Pro Glu Thr Ala Val Lys Glu 
180 185 " 190 

Leu Glu Ala Leu Leu Gly Phe Thr Leu Arg Val Gly Val Pro Asn Thr 
195 200 205 

Arg Pro Val Lys Lys Thr Met Glu lie Pro Lys Asp Ser Leu Gin Lys 
210 215 220 

Tyr Leu Lys Asp Leu Leu Gly lie Gin Thr Thr Gly Pro Leu Glu Leu 
225 230 235 240 

Leu Gin Phe Asp His Gly Gin Ser Asn Pro Thr Tyr Tyr lie Arg Leu 
245 250 255 

Ala Asn Arg Asp Leu Val Leu Arg Lys Lys Pro Pro Gly Thr Leu Leu 
260 265 270 

Pro Ser Ala His Ala lie Glu Arg Glu Phe Arg lie Met Lys Ala Leu 
275 280 285 

Ala Asn Ala Gly Val Pro Val Pro Asn Val Leu Asp Leu Cys Glu Asp 
290 295 300 

Ser Ser Val lie Gly Thr Pro Phe Tyr Val Met Glu Tyr Cys Pro Gly 
305 310 315 320 

Leu lie Tyr Lys Asp Pro Ser Leu Pro Gly Leu Glu Pro Ser His Arg 
325 330 335 

Arg Ala lie Tyr Thr Ala Met Asn Thr Val Leu Cys Lys lie His Ser 
340 345 350 
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Val Asp Leu Gin Ala Val Gly Leu Glu Asp Tyr Gly Lys Gin Gly Asp 
355 360 365 

Tyr lie Pro Arg Gin Val Arg Thr Trp Val Lys Gin Tyr Arg Ala Ser 
370 375 380 

Glu Thr Ser Thr lie Pro Ala Met Glu Arg Leu lie Glu Trp Leu Pro 
385 390 395 400 

Leu His Leu Pro Arg Gin Gin Arg Thr Thr Val Val His Gly Asp Phe 
405 410 415 

Arg Leu Asp Asn Leu Val Phe His Pro Glu Glu Pro Glu Val Leu Ala 
420 425 430 

Val Leu Asp Trp Glu Leu Ser Thr Leu Gly Asp Pro Leu Ala Asp Val 
435 440 445 

Ala Tyr Ser Cys Leu Ala His Tyr Leu Pro Ser Ser Phe Pro Val Leu 
450 455 460 

Arg Gly lie Asn Asp Cys Asp Leu Thr Gin Leu Gly lie Pro Ala Ala 
465 470 475 480 

Glu Glu Tyr Phe Arg Met Tyr Cys Leu Gin Met Gly Leu Pro Pro Thr 
485 490 495 

Glu Asn Trp Asn Phe Tyr Met Ala Phe Ser Phe Phe Arg Val Ala Ala 
500 505 510 

lie Leu Gin Gly Val Tyr Lys Arg Ser Leu Thr Gly Gin Ala Ser Ser 
515 520 525 

Thr Tyr Ala Glu Gin Thr Gly Lys Leu Thr Glu Phe Val Ser Asn Leu 
530 535 540 

Ala Trp Asp Phe Ala Val Lys Glu Gly Phe Arg Val Phe Lys Glu Met 
545 550 555 560 

Pro Phe Thr Asn Pro Leu Thr Arg Ser Tyr His Thr Trp Ala Arg Pro 
565 570 575 

Gin Ser Gin Trp Cys Pro lie Gly Ser Arg Ser Tyr Ser Ser Val Pro 
580 585 590 

Glu Ala Ser Pro Ala His Thr Ser Arg Gly Gly Leu Val lie Ser Pro 
595 600 605 

Glu Ser Leu Ser Pro Pro Val Arg Glu Leu Tyr His Arg Leu Lys His 
610 615 620 

Phe Met Glu Gin Arg Val Tyr Pro Ala Glu Pro Glu Leu Gin Ser His 
625 630 635 640 

Gin Ala Ser Ala Ala Arg Trp Ser Pro Ser Pro Leu lie Glu Asp Leu 
645 650 655 
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Lys Glu Lys Ala 
660 

Glu Ala Asp Pro 
675 

Tyr Ala His Leu 
690 

Val Cys Asn Cys 
705 

Arg Tyr Gly Thr 



Glu Gly Lys Ala 
740 

Ser Ser Asp Ala 
755 

Phe Tyr Val lie 

770 

Pro Arg Cys Gin 
785 

Pro Arg His Arg 



Lys Ala Glu Gly 



Glu Lys Lys Tyr 
680 

Cys Glu Leu Met 
695 

Ser Ala Pro Asp 
710 

Glu Ala Gin Lys 

725 

Arg Ser Cys Phe 



Thr Asn lie Glu 
760 

Asn Gly His Lys 
775 

Leu Cys Val Phe 
790 

Gin Gin Ser Val 
805 



Leu Trp Asn Leu 
665 

Gly Ala Gly Leu 



Gly Thr Ser Leu 
700 

Thr Gly Asn Met 
715 

Ala Arg Trp Leu 
730 

Ala Met Thr Glu 
745 

Ala Ser lie Arg 



Trp Trp lie Thr 
780 

Met Gly Lys Thr 
795 

Leu Leu Val Pro 
810 



Phe Leu Pro Leu 
670 

Thr Asn Val Glu 
685 

Tyr Ala Pro Glu 



Glu Leu Leu Val 
720 

lie Pro Leu Leu 
735 

Pro Gin Val Ala 
750 

Glu Glu Asp Ser 
765 

Gly lie Leu Asp 



Asp Pro His Ala 
800 

Met Asp Thr Pro 
815 



Gly He Lys He 
820 

Pro Gly Gly His 
835 

Glu Asn Met Val 
850 

Arg Leu Gly Pro 
865 

Ser Glu Arg Ala 



Ala Phe Gly Lys 
900 

Ala Gin Ser Arg 
915 

Ala Ala His Leu 
930 

He Ala Met He 
945 



He Arg Pro Leu 



Gly Glu Val Arg 
840 

Leu Gly Pro Gly 
855 

Gly Arg He His 
870 

Leu Ala Leu Met 
885 

Pro Leu Val Glu 



Val Glu He Glu 
920 

Met Asp Leu Ala 
935 

Lys Met Val Ala 
950 



Thr Val Tyr Gly 
825 

Phe Glu His Val 



Arg Gly Phe Glu 
860 

His Cys Met Arg 
875 

Lys Ala Arg Val 
890 

Gin Gly Thr Val 
905 

Gin Ala Arg Leu 



Gly Asn Lys Ala 
940 

Pro Ser Met Ala 
955 



Leu Glu Asp Ala 
830 

Arg Val Pro Lys 
845 

He Ala Gin Gly 



Leu He Gly Phe 
880 

Lys Ser Arg Leu 
895 

Leu Ala Asp He 
910 

Leu Val Leu Arg 
925 

Ala Ala Leu Asp 



Ser Arg Val He 
960 
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Asp Arg Ala lie Gin Lys Thr Ser Leu Gin Glu Ala Trp Ser Leu Phe 
965 970 975 

Gin Ala Arg Arg Arg Gly Phe Ala Glu Gly Gin Gly Gly Ser Gly Thr 
980 985 990 

Glu Ser Gly Lys Leu Val Phe Arg Leu Ser Val Pro Gly Trp Ala Gly 
995 1000 * 1005 

Thr Val Thr Ser Leu Gin Pro Phe Ser Pro Ser Leu Ser Ala Cys Gly 
1010 1015 1020 

Asn Leu Asp Thr Phe Trp Glu Ala Ser Gin Gly Cys Gly Thr Cys Leu 
1025 1030 1035 1040 

Leu Trp Gin Leu Gin Gly Ser Cys Leu Ala Ser Leu Val Ser Arg Gly 
1045 1050 1055 

Ala Ala Thr Ala Gly Gly Gly Leu Glu Thr Gin Asp Leu Gly Ala Trp 
1060 1065 1070 

Glu Asn Gly Met Gin Pro Thr Leu 
1075 1080 



<210> 43 
<211> 638 
<212> PRT 

<213> Homo sapiens 
<400> 43 

Met Gly Lys lie Glu Asn Asn Glu Arg Val lie Leu Asn Val Gly Gly 
15 10 15 

Thr Arg His Glu Thr Tyr Arg Ser Thr Leu Lys Thr Leu Pro Gly Thr 
20 25 30 

Arg Leu Ala Leu Leu Ala Ser Ser Glu Pro Pro Gly Asp Cys Leu Thr 
35 40 45 

Thr Ala Gly Asp Lys Leu Gin Pro Ser Pro Pro Pro Leu Ser Pro Pro 
50 55 60 

Pro Arg Ala Pro Pro Leu Ser Pro Gly Pro Gly Gly Cys Phe Glu Gly 
65 70 75 80 

Gly Ala Gly Asn Cys Ser Ser Arg Gly Gly Arg Ala Ser Asp His Pro 
85 90 95 

Gly Gly Gly Arg Glu Phe Phe Phe Asp Arg His Pro Gly Val Phe Ala 
100 105 110 

Tyr Val Leu Asn Tyr Tyr Arg Thr Gly Lys Leu His Cys Pro Ala Asp 
115 120 125 

Val Cys Gly Pro Leu Phe Glu Glu Glu Leu Ala Phe Trp Gly lie Asp 
130 135 140 
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Glu Thr Asp Val Glu Pro Cys Cys Trp Met Thr Tyr Arg Gin His Arg 
145 150 155 160 

Asp Ala Glu Glu Ala Leu Asp lie Phe Glu Thr Pro Asp Leu lie Gly 
165 170 175 

Gly Asp Pro Gly Asp Asp Glu Asp Leu Ala Ala Lys Arg Leu Gly lie 
180 185 190 

Glu Asp Ala Ala Gly Leu Gly Gly Pro Asp Gly Lys Ser Gly Arg Trp 
195 200 205 

Arg Arg Leu Gin Pro Arg Met Trp Ala Leu Phe Glu Asp Pro Tyr Ser 
210 215 220 

Ser Arg Ala Ala Arg Phe lie Ala Phe Ala Ser Leu Phe Phe lie Leu 
225 230 235 240 

Val Ser lie Thr Thr Phe Cys Leu Glu Thr His Glu Ala Phe Asn lie 
245 250 255 

Val Lys Asn Lys Thr Glu Pro Val lie Asn Gly Thr Ser Val Val Leu 
260 . 265 270 

Gin Tyr Glu lie Glu Thr Asp Pro Ala Leu Thr Tyr Val Glu Gly Val 
275 280 285 

Cys Val Val Trp Phe Thr Phe Glu Phe Leu Val Arg lie Val Phe Ser 
290 295 300 

Pro Asn Lys Leu Glu Phe lie Lys Asn Leu Leu Asn lie lie Asp Phe 
305 310 315 320 

Val Ala lie Leu Pro Phe Tyr Leu Glu Val Gly Leu Ser Gly Leu Ser 
325 330 335 

Ser Lys Ala Ala Lys Asp Val Leu Gly Phe Leu Arg Val Val Arg Phe 
340 345 350 

Val Arg lie Leu Arg lie Phe Lys Leu Thr Arg His Phe Val Gly Leu 
355 360 365 

Arg Val Leu Gly His Thr Leu Arg Ala Ser Thr Asn Glu Phe Leu Leu 
370 375 380 

Leu lie He Phe Leu Ala Leu Gly Val Leu He Phe Ala Thr Met He 
385 390 395 400 

Tyr Tyr Ala Glu Arg Val Gly Ala Gin Pro Asn Asp Pro Ser Ala Ser 
405 410 415 

Glu His Thr Gin Phe Lys Asn He Pro He Gly Phe Trp Trp Ala Val 
420 425 430 

Val Thr Met Thr Thr Leu Gly Tyr Gly Asp Met Tyr Pro Gin Thr Trp 
435 440 445 
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Ser Gly Met Leu Val Gly Ala Leu Cys Ala Leu Ala Gly Val Leu Thr 
450 455 460 

lie Ala Met Pro Val Pro Val lie Val Asn Asn Phe Gly Met Tyr Tyr 
465 470 475 480 

Ser Leu Ala Met Ala Lys Gin Lys Leu Pro Arg Lys Arg Lys Lys His 
485 490 495 

He Pro Pro Ala Pro Gin Ala Ser Ser Pro Thr Phe Cys Lys Thr Glu 
500 505 510 

Leu Asn Met Ala Cys Asn Ser Thr Gin Ser Asp Thr Cys Leu Gly Lys 
515 520 525 

Asp Asn Arg Leu Leu Glu His Asn Arg Ser Val Leu Ser Gly Asp Asp 
530 535 540 

Ser Thr Gly Ser Glu Pro Pro Leu Ser Pro Pro Glu Arg Leu Pro He 
545 550 555 560 

Arg Arg Ser Ser Thr Arg Asp Lys Asn Arg Arg Gly Glu Thr Cys Phe 
565 570 575 

Leu Leu Thr Thr Gly Asp Tyr Thr Cys Ala Ser Asp Gly Gly lie Arg 
580 585 590 

Lys Gly Tyr Glu Lys Ser Arg Ser Leu Asn Asn He Ala Gly Leu Ala 
595 600 605 

Gly Asn Ala Leu Arg Leu Ser Pro Val Thr Ser Pro Tyr Asn Ser Pro 
610 615 620 

Cys Pro Leu Arg Arg Ser Arg Ser Pro He Pro Ser He Leu 
625 630 635 



<210> 44 
<211> 638 
<212> PRT 

<213> Rattus norvegicus 
<400> 44 

Met Gly Lys He Glu Asn Asn Glu Arg Val lie Leu Asn Val Gly Gly 
1 5 ; 10 15 

Thr Arg His Glu Thr Tyr Arg Ser Thr Leu Lys Thr Leu Pro Gly Thr 
20 25 30 

Arg Leu Ala Leu Leu Ala Ser Ser Glu Pro Gin Gly Asp Cys Leu Thr 
35 40 45 

Ala Ala Gly Asp Lys Leu Gin Pro Leu Pro Pro Pro Leu Ser Pro Pro 
50 55 60 



Pro Arg Pro Pro Pro Leu Ser Pro Val Pro Ser Gly Cys Phe Glu Gly 
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65 



70 



75 



80 



Gly Ala Gly Asn Cys Ser Ser His Gly Gly Asn Gly Ser Asp His Pro 
85 90 95 

Gly Gly Gly Arg Glu Phe Phe Phe Asp Arg His Pro Gly Val Phe Ala 
100 105 110 

Tyr Val Leu Asn Tyr Tyr Arg Thr Gly Lys Leu His Cys Pro Ala Asp 
115 120 125 

Val Cys Gly Pro Leu Phe Glu Glu Glu Leu Ala Phe Trp Gly lie Asp 
130 135 • 140 

Glu Thr Asp Val Glu Pro Cys Cys Trp Met Thr Tyr Arg Gin His Arg 
145 150 155 ' 160 

Asp Ala Glu Glu Ala Leu Asp lie Phe Glu Thr Pro Asp Leu lie Gly 
165 170 175 

Gly Asp Pro Gly Asp Asp Glu Asp Leu Gly Gly Lys Arg Leu Gly lie 
180 185 190 

Glu Asp Ala Ala Gly Leu Gly Gly Pro Asp Gly Lys Ser Gly Arg Trp 
195 200 205 

Arg Lys Leu Gin Pro Arg Met Trp Ala Leu Phe Glu Asp Pro Tyr Ser 
210 215 220 

Ser Arg Ala Ala Arg Phe lie Ala Phe Ala Ser Leu Phe Phe lie Leu 
225 230 235 240 

Val Ser lie Thr Thr Phe Cys Leu Glu Thr His Glu Ala Phe Asn lie 
245 250 255 

Val Lys Asn Lys Thr Glu Pro Val lie Asn Gly Thr Ser Ala Val Leu 
260 265 270 

Gin Tyr Glu lie Glu Thr Asp Pro Ala Leu Thr Tyr Val Glu Gly Val 
275 280 285 

Cys Val Val Trp Phe Thr Phe Glu Phe Leu Val Arg lie Val Phe Ser 
290 295 300 

Pro Asn Lys Leu Glu Phe lie Lys Asn Leu Leu Asn lie lie Asp Phe 
305 310 315 320 

Val Ala lie Leu Pro Phe Tyr Leu Glu Val Gly Leu Ser Gly Leu Ser 
325 330 335 

Ser Lys Ala Ala Lys Asp Val Leu Gly Phe Leu Arg Val Val Arg Phe 
340 345 350 

Val Arg lie Leu Arg lie Phe Lys Leu Thr Arg His Phe Val Gly Leu 
355 360 365 



Arg Val Leu Gly His Thr Leu Arg Ala Ser Thr Asn Glu Phe Leu Leu 
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370 



375 



380 



Leu lie lie Phe Leu Ala Leu Gly Val Leu lie Phe Ala Thr Met lie 
385 390 395 400 

Tyr Tyr Ala Glu Arg Val Gly Ala Gin Pro Asn Asp Pro Ser Ala Ser 
405 410 415 

Glu His Thr Gin Phe Lys Asn lie Pro lie Gly Phe Trp Trp Ala Val 
420 425 430 

Val Thr Met Thr Thr Leu Gly Tyr Gly Asp Met Tyr Pro Gin Thr Trp 
435 440 445 

Ser Gly Met Leu Val Gly Ala Leu Cys Ala Leu Ala Gly Val Leu Thr 
450 455 460 

lie Ala Met Pro Val Pro Val lie Val Asn Asn Phe Gly Met Tyr Tyr 
465 470 475 480 

Ser Leu Ala Met Ala Lys Gin Lys Leu Pro Arg Lys Arg Lys Lys His 
485 490 495 

lie Pro Pro Ala Pro Leu Ala Ser Ser Pro Thr Phe Cys Lys Thr Glu 
500 505 510 

Leu Asn Met Ala Cys Asn Ser Thr Gin Ser Asp Thr Cys Leu Gly Lys 
515 520 525 

Glu Asn Arg Leu Leu Glu His Asn Arg Ser Val Leu Ser Gly Asp Asp 
530 535 540 

Ser Thr Gly Ser Glu Pro Pro Leu Ser Pro Pro Glu Arg Leu Pro lie 
545 550 555 560 

Arg Arg Ser Ser Thr Arg Asp Lys Asn Arg Arg Gly Glu Thr Cys Phe 
565 570 575 

Leu Leu Thr Thr Gly Asp Tyr Thr Cys Ala Ser Asp Gly Gly lie Arg 
580 585 590 

Lys Gly Tyr Glu Lys Ser Arg Ser Leu Asn Asn lie Ala Gly Leu Ala 
595 600 605 

Gly Asn Ala Leu Arg Leu Ser Pro Val Thr Ser Pro Tyr Asn Ser Pro 
610 615 620 

Cys Pro Leu Arg Arg Ser Arg Ser Pro lie Pro Ser lie Leu 
625 630 635 



<210> 45 
<211> 613 
<212> PRT 

<213> Homo sapiens 
<400> 45 
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Met Gly Lys lie Glu Asn Asn Glu Arg Val lie Leu Asn Val Gly Gly 
15 10 15 



Thr Arg His Glu Thr Tyr Arg Ser Thr Leu Lys Thr Leu Pro Gly Thr 
20 25 30 

Arg Leu Ala Leu Leu Ala Ser Ser Glu Pro Pro Gly Asp Cys Leu Thr 
35 40 45 

Thr Ala Gly Asp Lys Leu Gin Pro Ser Pro Pro Pro Leu Ser Pro Pro 
50 55 60 

Pro Arg Ala Pro Pro Leu Ser Pro Gly Pro Gly Gly Cys Phe Glu Gly 
65 70 75 80 

Gly Ala Gly Asn Cys Ser Ser Arg Gly Gly Arg Ala Ser Asp His Pro 
85 90 95 

Gly Gly Gly Arg Glu Phe Phe Phe Asp Arg His Pro Gly Val Phe Ala 
100 )105 110 

Tyr Val Leu Asn Tyr Tyr Arg Thr Gly Lys Leu His Cys Pro Ala Asp 
115 120 125 

Val Cys Gly Pro Leu Phe Glu Glu Glu Leu Ala Phe Trp Gly lie Asp 
130 135 140 

Glu Thr Asp Val Glu Pro Cys Cys Trp Met Thr Tyr Arg Gin His Arg 
145 150 155 160 

Asp Ala Glu Glu Ala Leu Asp lie Phe Glu Thr Pro Asp Leu lie Gly 
165 170 175 

Gly Asp Pro Gly Asp Asp Glu Asp Leu Ala Ala Lys Arg Leu Gly lie 
180 185 190 

Glu Asp Ala Ala Gly Leu Gly Gly Pro Asp Gly Lys Ser Gly Arg Trp 
195 200 205 

Arg Arg Leu Gin Pro Arg Met Trp Ala Leu Phe Glu Asp Pro Tyr Ser 
210 215 220 

Ser Arg Ala Ala Arg Phe lie Ala Phe Ala Ser Leu Phe Phe lie Leu 
225 230 235 240 

Val Ser lie Thr Thr Phe Cys Leu Glu Thr His Glu Ala Phe Asn lie 
245 250 255 

Val Lys Asn Lys Thr Glu Pro Val lie Asn Gly Thr Ser Val Val Leu 
260 265 270 

Gin Tyr Glu lie Glu Thr Asp Pro Ala Leu Thr Tyr Val Glu Gly Val 
275 280 285 

Cys Val Val Trp Phe Thr Phe Glu Phe Leu Val Arg lie Val Phe Ser 
290 295 300 
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Pro Asn Lys Leu Glu Phe lie Lys Asn Leu Leu Asn lie lie Asp Phe 
305 310 315 320 

Val Ala lie Leu Pro Phe Tyr Leu Glu Val Gly Leu Ser Gly Leu Ser 
325 330 335 

Ser Lys Ala Ala Lys Asp Val Leu Gly Phe Leu Arg Val Val Arg Phe 
340 345 350 

Val Arg lie Leu Arg lie Phe Lys Leu Thr Arg His Phe Val Gly Leu 
355 360 365 

Arg Val Leu Gly His Thr Leu Arg Ala Ser Thr Asn Glu Phe Leu Leu 
370 375 380 

Leu lie lie Phe Leu Ala Leu Gly Val Leu lie Phe Ala Thr Met lie 
385 390 395 400 

Tyr Tyr Ala Glu Arg Val Gly Ala Gin Pro Asn Asp Pro Ser Ala Ser 
405 410 415 

Glu His Thr Gin Phe Lys Asn lie Pro lie Gly Phe Trp Trp Ala Val 
420 425 430 

Val Thr Met Thr Thr Leu Gly Tyr Gly Asp Met Tyr Pro Gin Thr Trp 
435 440 445 

Ser Gly Met Leu Val Gly Ala Leu Cys Ala Leu Ala Gly Val Leu Thr 
450 455 460 

lie Ala Met Pro Val Pro Val lie Val Asn Asn Phe Gly Met Tyr Tyr 
465 470 475 480 

Ser Leu Ala Met Ala Lys Gin Lys Leu Pro Arg Lys Arg Lys Lys His 
485 490 495 

lie Pro Pro Ala Pro Gin Ala Ser Ser Pro Thr Phe Cys Lys Thr Glu 
500 505 510 

Leu Asn Met Ala Cys Asn Ser Thr Gin Ser Asp Thr Cys Leu Gly Lys 
515 520 525 

Asp Asn Arg Leu Leu Glu His Asn Arg Ser Val Leu Ser Gly Asp Asp 
530 535 540 

Ser Thr Gly Ser Glu Pro Pro Leu Ser Pro Pro Glu Arg Leu Pro lie 
545 550 555 560 

Arg Arg Ser Ser Thr Arg Asp Lys Asn Arg Arg Gly Glu Thr Cys Phe 
565 570 575 

Leu Leu Thr Thr Gly Asp Tyr Thr Cys Ala Ser Asp Gly Gly lie Arg 
580 585 590 

Lys Asp Asn Cys Lys Glu Val Val lie Thr Gly Tyr Thr Gin Ala Glu 
595 600 605 
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Ala Arg Ser Leu Thr 
610 



<210> 46 
<211> 613 
<212> PRT 

<213> Rattus norvegicus 
<400> 46 

Met Gly Lys lie Glu Asn Asn Glu Arg Val lie Leu Asn Val Gly Gly 
1 5 10 15 

Thr Arg His Glu Thr Tyr Arg Ser Thr Leu Lys Thr Leu Pro Gly Thr 
20 25 30 

Arg Leu Ala Leu Leu Ala Ser Ser Glu Pro Gin Gly Asp Cys Leu Thr 
35 40 45 

Ala Ala Gly Asp Lys Leu Gin Pro Leu Pro Pro Pro Leu Ser Pro Pro 
50 55 60 

Pro Arg Pro Pro Pro Leu Ser Pro Val Pro Ser Gly Cys Phe Glu Gly 
65 70 75 80 

Gly Ala Gly Asn Cys Ser Ser His Gly Gly Asn Gly Ser Asp His Pro 
85 90 95 

Gly Gly Gly Arg Glu Phe Phe Phe Asp Arg His Pro Gly Val Phe Ala 
100 105 110 

Tyr Val Leu Asn Tyr Tyr Arg Thr Gly Lys Leu His Cys Pro Ala Asp 
115 120 125 

Val Cys Gly Pro Leu Phe Glu Glu Glu Leu Ala Phe Trp Gly lie Asp 
130 135 140 

Glu Thr Asp Val Glu Pro Cys Cys Trp Met Thr Tyr Arg Gin His Arg 
145 150 155 160 

Asp Ala Glu Glu Ala Leu Asp lie Phe Glu Thr Pro Asp Leu lie Gly 
165 170 175 

Gly Asp Pro Gly Asp Asp Glu Asp Leu Gly Gly Lys Arg Leu Gly lie 
180 185 190 

Glu Asp Ala Ala Gly Leu Gly Gly Pro Asp Gly Lys Ser Gly Arg Trp 
195 200 205 

Arg Lys Leu Gin Pro Arg Met Trp Ala Leu Phe Glu Asp Pro Tyr Ser 
210 215 220 

Ser. Arg Ala Ala Arg Phe lie Ala Phe Ala Ser Leu Phe Phe lie Leu 
225 230 235 240 

Val Ser lie Thr Thr Phe Cys Leu Glu Thr His Glu Ala Phe Asn lie 
245 250 255 
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Val Lys Asn Lys Thr Glu Pro Val lie Asn Gly Thr Ser Ala Val Leu 
260 265 270 



Gin Tyr Glu lie Glu Thr Asp Pro Ala Leu Thr Tyr Val Glu Gly Val 
275 280 285 

Cys Val Val Trp Phe Thr Phe Glu Phe Leu Val Arg lie Val Phe Ser 
290 295 300 

Pro Asn Lys Leu Glu Phe lie Lys Asn Leu Leu Asn lie lie Asp Phe 
305 310 315 320 

Val Ala lie Leu Pro Phe Tyr Leu Glu Val Gly Leu Ser Gly Leu Ser 
325 330 335 

Ser Lys Ala Ala Lys Asp Val Leu Gly Phe Leu Arg Val Val Arg Phe 
340 345 350 

Val Arg lie Leu Arg lie Phe Lys Leu Thr Arg His Phe Val Gly Leu 
355 360 365 

Arg Val Leu Gly His Thr Leu Arg Ala Ser Thr Asn Glu Phe Leu Leu 
370 375 380 

Leu lie lie Phe Leu Ala Leu Gly Val Leu lie Phe Ala Thr Met lie 
385 390 395 400 

Tyr Tyr Ala Glu Arg Val Gly Ala Gin Pro Asn Asp Pro Ser Ala Ser 
405 410 415 

Glu His Thr Gin Phe Lys Asn lie Pro lie Gly Phe Trp Trp Ala Val 
420 425 430 

Val Thr Met Thr Thr Leu Gly Tyr Gly Asp Met Tyr Pro Gin Thr Trp 
435 440 445 

Ser Gly Met Leu Val Gly Ala Leu Cys Ala Leu Ala Gly Val Leu Thr 
450 455 460 

lie Ala Met Pro Val Pro Val lie Val Asn Asn Phe Gly Met Tyr Tyr 
465 470 475 480 

Ser Leu Ala Met Ala Lys Gin Lys Leu Pro Arg Lys Arg Lys Lys His 
485 490 495 

lie Pro Pro Ala Pro Leu Ala Ser Ser Pro Thr Phe Cys Lys Thr Glu 
500 505 510 

Leu Asn Met Ala Cys Asn Ser Thr Gin Ser Asp Thr Cys Leu Gly Lys 
515 520 525 

Glu Asn Arg Leu Leu Glu His Asn Arg Ser Val Leu Ser Gly Asp Asp 
530 535 540 

Ser Thr Gly Ser Glu Pro Pro Leu Ser Pro Pro Glu Arg Leu Pro lie 
545 550 555 560 
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Arg Arg Ser Ser 



Leu Leu Thr Thr 
580 

Lys Asp Asn Cys 
595 

Ala Arg Ser Leu 
610 



Thr Arg Asp Lys 
565 

Gly Asp Tyr Thr 

Lys Asp Val Val 
600 

Thr 



Asn Arg Arg Gly 
570 

Cys Ala Ser Asp 
585 

lie Thr Gly Tyr 



Glu Thr Cys Phe 
575 

Gly Gly lie Arg 
590 

Thr Gin Ala Glu 
605 



<210> 47 
<211> 624 
<212> PRT 

<213> Rattus norvegicus 
<400> 47 

Met Ser Lys lie Glu Asn Asn Glu Arg Val lie Leu Asn Val Gly Gly 
1 5 10 15 

Thr Arg His Glu Thr Tyr Arg Ser Thr Leu Lys Thr Leu Pro Gly Thr 
20 25 30 



Arg Leu Ala Leu Leu Ala Ser Ser Glu Pro Gin Gly Asp Cys Leu Thr 
35 40 45 ' 

Ala Ala Gly Asp Lys Leu Gin Pro Leu Pro Pro Pro Leu Ser Pro. Pro 
50 55 60 

Pro Arg Pro Pro Pro Leu Ser Pro Val Pro Ser Gly Cys Phe Glu Gly 
65 70 75 80 

Gly Ala Gly Asn Cys Ser Ser His Gly Gly Asn Gly Ser Asp His Pro 
85 90 95 



Gly Gly Gly Arg 
100 

Tyr Val Leu Asn 
115 

Val Cys Gly Pro 
130 

Glu Thr Asp Val 
145 

Asp Ala Glu Glu 



Glu Phe Phe Phe 



Tyr Tyr Arg Thr 
120 

Leu Phe Glu Glu 
135 

Glu Pro Cys Cys 
150 

Ala Leu Asp lie 
165 



Asp Arg His Pro 
105 

Gly Lys Leu His 



Glu Leu Ala Phe 
140 

Trp Met Thr Tyr 
155 

Phe Glu Thr Pro 
170 



Gly Val Phe Ala 
110 

Cys Pro Ala Asp 
125 

Trp Gly lie Asp 



Arg Gin His Arg 
160 

Asp Leu lie Gly 
175 



Gly Asp Pro Gly Asp Asp Glu Asp Leu Gly Gly Lys Arg Leu Gly lie 
180 185 190 

Glu Asp Ala Ala Gly Leu Gly Gly Pro Asp Gly Lys Ser Gly Arg Trp 
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195 



200 



205 



Arg Lys Leu Gin Pro Arg Met Trp Ala Leu Phe Glu Asp Pro Tyr Ser 
210 215 220 

Ser Arg Ala Ala Arg Phe lie Ala Phe Ala Ser Leu Phe Phe lie. Leu 
225 230 235 240 

Val Ser lie Thr Thr Phe Cys Leu Glu Thr His Glu Ala Phe Asn lie 
245 250 255 

Val Lys Asn Lys Thr Glu Pro Val lie Asn Gly Thr Ser Ala Val Leu 
260 265 270 

Gin Tyr Glu lie Glu Thr Asp Pro Ala Leu Thr Tyr Val Glu Gly Val 
275 280 285 

Cys Val Val Trp Phe Thr Phe Glu Phe Leu Val Arg lie Val Phe Ser 
290 295 300 

Pro Asn Lys Leu Glu Phe lie Lys Asn Leu Leu Asn lie lie Asp Phe 
305 310 315 320 

Val Ala lie Leu Pro Phe Tyr Leu Glu Val Gly Leu Ser Gly Leu Ser 
325 330 335 

Ser Lys Ala Ala Lys Asp Val Leu Gly Phe Leu Arg Val Val Arg Phe 
340 345 350 

Val Arg lie Leu Arg lie Phe Lys Leu Thr Arg His Phe Val Gly Leu 
355 360 365 

Arg Val Leu Gly His Thr Leu Arg Ala Ser Thr Asn Glu Phe Leu Leu 
370 375 380 

Leu lie lie Phe Leu Ala Leu Gly Val Leu lie Phe Ala Thr Met lie 
385 390 395 400 

Tyr Tyr Ala Glu Arg Val Gly Ala Gin Pro Asn Asp Pro Ser Ala Ser 
405 410 415 

Glu His Thr Gin Phe Lys Asn lie Pro lie Gly Phe Trp Trp Ala Val 
420 425 430 

Val Thr Met Thr Thr Leu Gly Tyr Gly Asp Met Tyr Pro Gin Thr Trp 
435 440 445 

Ser Gly Met Leu Val Gly Ala Leu Cys Ala Leu Ala Gly Val Leu Thr 
450 455 460 

lie Ala Met Pro Val Pro Val lie Val Asn Asn Phe Gly Met Tyr Tyr 
465 470 475 480 

Ser Leu Ala Met Ala Lys Gin Lys Leu Pro Arg Lys Arg Lys Lys His 
485 490 495 



lie Pro Pro Ala Pro Leu Ala Ser Ser Pro Thr Phe Cys Lys Thr Glu 
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500 



505 



510 



Leu Asn Met Ala Cys 
515 

Glu Asn Arg Leu Leu 
530 

Ser Thr Gly Ser Glu 
545 

Arg Arg Ser Ser Thr 
565 

Leu Leu Thr Thr Gly 
580 

Lys Val Leu Tyr Arg 
595 

Thr Leu Arg Phe Ser 
610 



Asn Ser Thr Gin Ser Asp 
520 

Glu His Asn Arg Ser Val 
535 

Pro Pro Leu Ser Pro Pro 

550 555 

Arg Asp Lys Asn Arg Arg 
570 

Asp Tyr Thr Cys Ala Ser 
585 

lie Tyr. His Gly Phe Leu 
600 

His Ser Lys Asp Cys Thr 
615 



Thr Cys Leu Gly Lys 
525 

Leu Ser Gly Asp Asp 
540 

Glu Arg Leu Pro lie 
560 

Gly Glu Thr Cys Phe 
575 

Asp Gly Gly lie Arg 
590 

Pro Ala Glu Asn Gly 
605 

Gly Asn Phe Cys Tyr 
620 



<210> 48 

<211> 98 

<212> PRT 

<213> Homo sapiens 

<400> 48 

Arg Val Arg Leu Asn Val Gly Gly Lys Arg Phe Glu Thr Ser Lys Ser 
1 5 10 15 

Thr Leu Thr Arg Phe Pro Asp Thr Arg Leu Gly Arg Leu Leu Glu Cys 
20 25 30 

Arg Asp Cys Asp Phe Tyr Asp Asp Ala Thr Gly Glu Tyr Phe Phe Asp 
35 40 45 

Arg Ser Pro Lys His Phe Glu His lie Leu Asn Phe Tyr Arg Thr Gly 
50 55 60 

Gly Lys Leu His Arg Pro Glu Glu Val Cys Leu Glu Ser Phe Leu Glu 
65 70 75 80 

Glu Leu Glu Phe Tyr Gly Leu Asp Glu Leu Ala He Glu Leu Cys Cys 
85 90 95 



Glu Asp 



<210> 49 
<211> 185 
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<212> PRT 

<213> Homo sapiens 



<400> 49 

Leu Glu lie Leu Asp Tyr Val Phe Thr Val lie Phe Thr Leu Glu Met 
15 10 15 

Leu Leu Lys Phe lie Ala Leu Gly Phe Lys Leu Lys Tyr Leu Arg Ser 
20 25 30 

Pro Trp Asn lie Leu Asp Phe Leu lie Val Leu Pro Ser Leu lie Asp 
35 40 45 

Leu lie Leu Phe Leu Ser Gly Gly Gly Ser Val Leu Arg Leu Leu Arg 
50 55 60 

Leu Leu Arg Leu Leu Arg Leu Leu Arg Arg Leu Glu Gly Leu Arg Thr 
65 70 75 80 

Leu Leu Gin Ser Leu Gly Arg Ser Leu Lys Ser Leu Leu Asn Leu Leu 
85 90 95 

Leu Leu Leu Leu Leu Leu Leu Phe lie Phe Ala lie lie Gly Val Gin 
100 105 110 

Leu Phe Gly Gly Glu Phe Asn Lys Cys Cys Asp Gly Val Asn Pro lie 
115 120 125 

Asn Gly Asn Ser Asn Phe Asp Ser Phe Gly Glu Ala Phe Tyr Trp Leu 
130 135 140 

Phe Arg Thr Leu Thr Thr Glu Gly Trp Gly Asp lie Met Pro Asp Thr 
145 150 155 160 

Leu Asp Ala Pro Val Leu Gly Lys lie Phe Phe Val lie Phe lie lie 
165 170 175 

Leu Gly Gly Leu Leu Leu Leu Asn Leu 
180 185 



<210> 50 
<211> 95 
<212> PRT 

<213> Homo sapiens 
<400> 50 

Val Thr Leu Asn Val Gly Gly Lys Lys Phe His Ala His Lys Ala Val 
15 10 15 

Leu Ala Ala His Ser Pro Tyr Phe Lys Ala Leu Phe Ser Ser Asp Phe 
20 25 30 

Lys Glu Ser Asp Lys Ser Glu lie Tyr Leu Phe Asp Val Ser Pro Glu 
35 40 45 

Asp Phe Arg Ala Leu Leu Asn Phe Leu Tyr Thr Gly Lys Leu Asp lie 
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50 



55 



60 



Pro Glu Glu Asn Val Glu Glu Leu Leu Glu Leu Ala Asp Tyr Leu Gin 

65 70 75 80 

lie Pro Gly Leu Val Glu Leu Cys Glu Glu Phe Leu Leu Lys Asn 

85 90 95 



<210> 51 
<211> 371 
<212> PRT 

<213> Mus musculus 
<400> 51 

Met Asn Gly Ser Asp Ser Gin Gly Ala Glu Asp Ser Ser Gin Glu Gly 
15 10 15 

Gly Gly Gly Trp Gin Pro Glu Ala Val Leu Val Pro Leu Phe Phe Ala 
20 25 30 

Leu lie Phe Leu Val Gly Ala Val Gly Asn Ala Leu Val Leu Ala Val 
35 , 40 45 

Leu Leu Arg Gly Gly Gin Ala Val Ser Thr Thr Asn Leu Phe lie Leu 
50 55 60 

Asn Leu Gly Val Ala Asp Leu Cys Phe lie Leu Cys Cys Val Pro Phe 
65 70 75 80 

Gin Ala Thr lie Tyr Thr Leu Asp Asp Trp Val Phe Gly Ser Leu Leu 
85 90 95 

Cys Lys Ala Val His Phe Leu lie Phe Leu Thr Met His Ala Ser Ser 
100 105 110 

Phe Thr Leu Ala Ala Val Ser Leu Asp Arg Tyr Leu Ala lie Arg Tyr 
115 120 125 

Pro Met His Ser Arg Glu Leu Arg Thr Pro Arg Asn Ala Leu Ala Ala 
130 135 140 

lie Gly Leu lie Trp Gly Leu Ala Leu Leu Phe Ser Gly Pro Tyr Leu 
145 150 155 160 

Ser Tyr Tyr Ser Gin Ser Gin Leu Ala Asn Leu Thr Val Cys His Pro 
165 170 175 

Ala Trp Ser Ala Pro Arg Arg Arg Ala Met Asp Leu Cys Thr Phe Val 
180 185 190 

Phe Ser Tyr Leu Leu Pro Val Leu Val Leu Ser Leu Thr Tyr Ala Arg 
195 200 205 

Thr Leu His Tyr Leu Trp Arg Thr Val Asp Pro Val Ala Ala Gly Ser 
210 215 220 



64 



Gly Ser Gin Arg 
225 

Ala Val Leu Phe 



Cys Val Trp Phe 
260 

Arg lie Leu Ser 
275 

lie Val Tyr Ala 
290 

lie Cys Ala Gly 
305 

Val Cys lie Leu 



Glu Ser Thr Asp 
340 

Pro Ala Pro Ala 

355 ^ 



Ala Lys Arg Lys 
230 

Cys Leu Cys Trp 
245 

Gly Arg Phe Pro 



His Leu Val Ser 
280 

Leu Val Ser Lys 

295 

Leu Leu Arg Arg 
310 

Ala Pro Gly Asn 
325 

Leu Thr Gin Val 



Leu Pro Asn Cys 
360 



Val Thr Arg Met 
235 

Met Pro His His 
250 

Leu Thr Arg Ala 
265 

Tyr Ala Asn Ser 



His Phe Arg Lys 
300 

Ala Pro Arg Arg 
315 

His Ser Gly Gly 
330 

Ser Glu Ala Ala 
345 

Thr Thr Leu Ser 



lie Val lie Val 
240 

Ala Leu lie Leu 
255 

Thr Tyr Ala Leu 
270 

Cys Val Asn Pro 
285 

Gly Phe Arg Lys 



Ala Ser Gly Arg 
320 

Met Leu Glu Pro 
335 

Gly Pro Leu Val 
350 

Arg Thr Leu Asp 
365 



Pro Ala Cys 
370 



<210> 52 
<211> 387 
<212> PRT 

<213> Homo sapiens 
<400> 52 

Met Asn Val Ser Gly 
1 5 



Cys Pro Gly Ala 



Gly Gly Gly Gly Trp His Pro Glu Ala 
20 25 

Ala Leu lie Phe Leu Val Gly Thr Val 
35 40 

Val Leu Leu Arg Gly Gly Gin Ala Val 
50 55 

Leu Asn Leu Gly Val Ala Asp Leu Cys 
65 70 

Phe Gin Ala Thr lie Tyr Thr Leu Asp 
85 

Leu Cys Lys Ala Val His Phe Leu lie 
100 105 



Gly Asn Ala 
10 

Val lie Val 



Gly Asn Thr 

Ser Thr Thr 
60 

Phe lie Leu 
75 

Gly Trp Val 
90 

Phe Leu Thr 
65 



Ser Gin Ala Gly 
15 

Pro Leu Leu Phe 
30 

Leu Val Leu Ala 
45 

Asn Leu Phe lie 



Cys Cys Val Pro 
80 

Phe Gly Ser Leu 
95 

Met His Ala Ser 
110 



Ser Phe Thr Leu Ala Ala Val Ser Leu Asp Arg Tyr Leu Ala lie Arg 
115 120 125 



Tyr Pro Leu His Ser 
130 

Ala He Gly Leu He 
145 

Leu Ser Tyr Tyr Arg 
165 

Pro Ala Trp Ser Ala 
180 

Val Phe Ser Tyr Leu 
195 

Arg Thr Leu Arg Tyr 
210 

Ser Gly Ala Arg Arg 
225 

Val Ala Ala Leu Phe 
245 

Leu Cys Val Trp Phe 
260 

Leu Arg He Leu Ser 
275 

Pro He Val Tyr Ala 
290 

Thr He Cys Ala Gly 
305 

Arg Val Cys Ala Ala 
325 

Arg Glu Ser Ser Asp 
340 

Arg Pro Cys Pro Gly 
355 

Gly Pro Ser Trp Gin 
370 

Asp Val Ala 
385 



Arg Glu Leu Arg Thr Pro 
135 

Trp Gly Leu Ser Leu Leu 
150 155 

Gin Ser Gin Leu Ala Asn 
170 

Pro Arg Arg Arg Ala Met 
185 

Leu Pro Val Leu Val Leu 
200 

Leu Trp Arg Ala Val Asp 

215 

Ala Lys Arg Lys Val Thr 
230 235 

Cys Leu Cys Trp Met Pro 
250 

Gly Gin Phe Pro Leu Thr 
265 

His Leu Val Ser Tyr Ala 
280 

Leu Val Ser Lys His Phe 
295 

Leu Leu Gly Arg Ala Pro 
310 315 

Ala Arg Gly Thr His Ser 
330 

Leu Leu His Met Ser Glu 
345 

Ala Ser Gin Pro Cys He 
360 

Gly Pro Lys Ala Gly Asp 
375 



Arg Asn Ala Leu Ala 
140 

Phe Ser Gly Pro Tyr 
160 

Leu Thr Val Cys His 
175 

Asp He Cys Thr Phe 
190 

Gly Leu Thr Tyr Ala 
205 

Pro Val Ala Ala Gly 
220 

Arg Met He Leu He 
240 

His His Ala Leu He 
255 

Arg Ala Thr Tyr Ala 
270 

Asn Ser Cys Val Asn 
285 

Arg Lys Gly Phe Arg 
300 

Gly Arg Ala Ser Gly 
320 

Gly Ser Val Leu Glu 
335 

Ala Ala Gly Ala Leu 
350 

Leu Glu Pro Cys Pro 
365 

Ser He Leu Thr Val 
380 



<210> 53 



66 



<211> 372 
<212> PRT 

<213> Rattus norvegicus 
<400> 53 

Met Asn Gly Ser Gly Ser Gin Gly Ala Glu Asn Thr Ser Gin Glu Gly 
15 10 15 

Gly Ser Gly Gly Trp Gin Pro Glu Ala Val Leu Val Pro Leu Phe Phe 
20 25 30 

Ala Leu lie Phe Leu Val Gly Thr Val Gly Asn Ala Leu Val Leu Ala 
35 40 45 

Val Leu Leu Arg Gly Gly Gin Ala Val Ser Thr Thr Asn Leu Phe lie 
50 55 60 

Leu Asn Leu Gly Val Ala Asp Leu Cys Phe lie Leu Cys Cys Val Pro 
65 70 75 80 

Phe Gin Ala Thr lie Tyr Thr Leu Asp Asp Trp Val Phe Gly Ser Leu 
85 90 95 

Leu Cys Lys Ala Val His Phe Leu lie Phe Leu Thr Met His Ala Ser 
100 105 110 

Ser Phe Thr Leu Ala Ala Val Ser Leu Asp Arg Tyr Leu Ala lie Arg 
115 120 125 

Tyr Pro Leu His Ser Arg Glu Leu Arg Thr Pro Arg Asn Ala Leu Ala 
130 135 140 

Ala lie Gly Leu lie Trp Gly Leu Ala Leu Leu Phe Ser Gly Pro Tyr 
145 150 155 160 

Leu Ser Tyr Tyr Arg Gin Ser Gin Leu Ala Asn Leu Thr Val Cys His 
165 170 175 

Pro Ala Trp Ser Ala Pro Arg Arg Arg Ala Met Asp Leu Cys Thr Phe 
180 185 190 

Val Phe Ser Tyr Leu Leu Pro Val Leu Val Leu Ser Leu Thr Tyr Ala 
195 200 205 

Arg Thr Leu Arg Tyr Leu Trp Arg Thr Val Asp Pro Val Thr Ala Gly 
210 215 220 

Ser Gly Ser Gin Arg Ala Lys Arg Lys Val Thr Arg Met lie lie lie 
225 230 235 240 

Val Ala Val Leu Phe Cys Leu Cys Trp Met Pro His His Ala Leu lie 
245 250 255 

Leu Cys Val Trp Phe Gly Arg Phe Pro Leu Thr Arg Ala Thr Tyr Ala 
260 265 270 



Leu Arg lie Leu Ser His Leu Val Ser Tyr Ala Asn Ser Cys Val Asn 
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275 



280 



285 



Pro lie Val Tyr 
290 

Lys lie Cys Ala 
305 

Arg Val Ser lie 



Gin Glu Ser Thr 
340 

Val Pro Pro Pro 
355 

Asp Pro Ala Cys 
370 



Ala Leu Val Ser 
295 

Gly Leu Leu Arg 
310 

Leu Ala Pro Gly 

325 

Asp Leu Thr Gin 



Ala Leu Pro Asn 
360 



Lys His Phe Arg 
300 

Pro Ala Pro Arg 
315 

Asn His Ser Gly 
330 

Val Ser Glu Ala 
345 

Cys Thr Ala Ser 



Lys Gly Phe Arg 



Arg Ala Ser Gly 
320 

Ser Met Leu Glu 
335 

Ala Gly Pro Leu 
350 

Ser Arg Thr Leu 
365 



<210> 54 
<211> 371 
<212> PRT 

<213> Mus musculus 
<220> 

<221> VARIANT 
<222> (325) 

<223> Wherein Xaa is any amino acid as defined in the 
specification . 

<220> 

<221> VARIANT 
<222> (360) 

<223> Wherein Xaa is any amino acid as' defined in the 
specification 

<400> 54 

Met Asn Gly Ser Asp Ser Gin Gly Ala Glu Asp Ser Ser Gin Glu Gly 
1 5 10 15 

Gly Gly Gly Trp Gin Pro Glu Ala Val Leu Val Pro Leu Phe Phe Ala 
20 25 30 

Leu lie Phe Leu Val Gly Ala Val Gly Asn Ala Leu Val Leu Ala Val 
35 40 45 

Leu Leu Arg Gly Gly Gin Ala Val Ser Thr Thr Asn Leu Phe lie Leu 
50 55 60 

Asn Leu Gly Val Ala Asp Leu Cys Phe lie Leu Cys Cys Val Pro Phe 
65 70 75 80 

Gin Ala Thr lie Tyr Thr Leu Asp Asp Trp Val Phe Gly Ser Leu Leu 
85 90 95 
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Cys Lys Ala Val His Phe Leu lie Phe Leu Thr Met His Ala Ser Ser 
100 105 110 



Phe Thr Leu Ala Ala Val Ser Leu Asp Arg Tyr Leu Ala lie Arg Tyr 
115 120 125 

Pro Leu His Ser Arg Glu Leu Arg Thr Pro Arg Asn Ala Leu Ala Ala 
130 135 140 

lie Gly Leu lie Trp Gly Leu Ala Leu Leu Phe Ser Gly Pro Tyr Leu 
145 150 155 160 

Ser Tyr Tyr Ser Gin Ser Gin Leu Ala Asn Leu Thr Val Cys His Pro 
165 170 175 

Ala Trp Ser Ala Pro Arg Arg Pro Trp Asn Ser Cys Thr Phe Cys Leu 
180 185 190 

Ser Tyr Leu Leu Pro Val Leu Val Leu Ser Leu Thr Tyr Ala Arg Thr 
195 200 205 

Leu His Tyr Leu Trp Arg Thr Val Asp Pro Val Val Ala Gly Ser Gly 
210 215 220 

Ser Gin Arg Ala Lys Arg Lys Val Thr Arg Met lie Val lie Val Ala 
225 230 235 240 

Val Leu Phe Cys Leu Cys Trp Met Pro His His Ala Leu lie Leu Cys 
245 250 255 

Val Trp Phe Gly Arg Phe Pro Leu Thr Arg Ala Thr Tyr Ala Leu Arg 
260 265 270 

lie Leu Ser His Leu Val Ser Tyr Ala Asn Ser Cys Val Asn Pro lie 
275 280 285 

Val Tyr Ala Leu Val Ser Lys His Phe Arg Lys Gly Phe Arg Lys lie 
290 295 300 

Cys Ala Gly Leu Leu Arg Arg Ala Pro Arg Arg Ala Ser Gly Arg Val 
305 310 315 320 

Cys lie Leu Ala Xaa Gly Asn His Ser Gly Gly Met Leu Glu Pro Glu 
325 330 335 

Ser Thr Asp Leu Thr Gin Val Lys Arg Gly Ser Arg Ala Pro Arg Pro 
340 345 350 

Arg Thr Arg Thr Ser Gin Thr Xaa Thr Thr Leu' Ser Arg Thr Leu Asp 
355 360 365 

Pro Ala Cys 
370 



<210> 55 
<211> 370 



69 



<212> PRT 

<213> Rattus norvegicus 



<400> 55 

Met Ala Asp lie Gin Asn lie Ser Leu Asp Ser Pro Gly Ser Val Gly 
1 5 10 15 

Ala Val Ala Val Pro Val lie Phe Ala Leu lie Phe Leu Leu Gly Met 
20 25 30 

Val Gly Asn Gly Leu Val Leu Ala Val Leu Leu Gin Pro Gly Pro Ser 
35 40 45 

Ala Trp Gin Glu Pro Ser Ser Thr Thr Asp Leu Phe lie Leu Asn Leu 
50 55 60 

Ala Val Ala Asp Leu Cys Phe lie Leu Cys Cys Val Pro Phe Gin Ala 
65 70 75 80 

Ala lie Tyr Thr Leu Asp Ala Trp Leu Phe Gly Ala Phe Val Cys Lys 
85 90 95 

Thr Val His Leu Leu lie Tyr Leu Thr Met Tyr Ala Ser Ser Phe Thr 
100 | 105 110 

Leu Ala Ala Val Ser Leu Asp Arg Tyr Leu Ala Val Arg His Pro Leu 
115 120 125 

Arg Ser Arg Ala Leu Arg Thr Pro Arg Asn Ala Arg Ala Ala Val Gly 
130 135 140 ( 

Leu Val Trp Leu Leu Ala Ala Leu Phe Ser Ala Pro Tyr Leu Ser Tyr 
145 150 155 160 

Tyr Gly Thr Val Arg Tyr Gly Ala Leu Glu Leu Cys Val Pro Ala Trp 
165 170 175 

Glu Asp Ala Arg Arg Arg Ala Leu Asp Val Ala Thr Phe Ala Ala Gly 
180 185 190 



Tyr Leu Leu Pro 
195 

Cys Phe Leu Trp 
210 

Ala Arg Arg Arg 
225 

Ala Ala Leu Tyr 



Cys Phe Trp Tyr 
260 

Arg Leu Ala Ser 
275 



Val Ala Val Val 
200 

Ala Ala Val Gly 
215 

Ala Thr Gly Arg 
230 

Ala Leu Cys Trp 
245 

Gly Arg Phe Ala 



His Cys Leu Ala 
280 



Ser Leu Ala Tyr 



Pro Ala Gly Ala 
220 

Ala Gly Arg Ala 

235 

Gly Pro His His 
250 

Phe Ser Pro Ala 
265 

Tyr Ala Asn Ser 



Gly Arg Thr Leu 
205 

Ala Ala Ala Glu 



Met Leu Ala Val 
240 

Ala Leu lie Leu 

255 

Thr Tyr Ala Cys 
270 

Cys Leu Asn Pro 
285 
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Leu Val Tyr Ser 
290 

Leu Trp Pro Cys 
305 

Arg Ala Leu Arg 



Pro Gly Asp Ala 
340 

Ala Leu Arg Gly 
355 

Pro Gin 
370 



Leu Ala Ser Arg 
295 

Gly Arg Arg Arg 
310 

Arg Val Gin Pro 
325 

Arg Pro Arg Gly 



Gly Gly Glu Thr 
360 



His Phe Arg Ala 
300 

His Arg His His 
315 

Ala Ser Ser Gly 
330 

Trp Ser Met Glu 
345 

Arg Leu Thr Leu 



Arg Phe Arg Arg 



His Arg Ala His 
320 

Pro Ala Gly Tyr 
335 

Pro Arg Gly Asp 
350 

Ser Pro Arg Gly 
365 



<210> 56 

<211> 205 

<212> PRT 

<213> Homo sapiens 

<400> 56 

Trp Val Phe Gly Asp Ala Leu Cys Lys Leu Val Gly Ala Leu Phe Val 
15 10 15 

Val Asn Gly Tyr Ala Ser lie Leu Leu Leu Thr Ala lie Ser lie Asp 
20 25 30 

Arg Tyr Leu Ala lie Val His Pro Leu Arg Tyr Arg Arg lie Arg Thr 
35 40 45 

Pro Arg Arg Ala Lys Val Leu lie Leu Leu Val Trp Val Leu Ala Leu 
50 55 60 

Leu Leu Ser Leu Pro Pro Leu Leu Phe Ser Trp Leu Arg Thr Val Glu 
65 70 75 80 

Glu Gly Asn Thr Thr Val Cys Leu He Asp Phe Pro Glu Glu Ser Val 
85 90 95 

Lys Arg Ser Tyr Val Leu Leu Ser Thr Leu Val Gly Phe Val Leu Pro 
100 105 110 

Leu Leu Val He Leu Val Cys Tyr Thr Arg He Leu Arg Thr Leu Arg 
115 120 125 

Lys Arg Ala Arg Ser Gin Arg Ser Leu Lys Arg Arg Ser Ser Ser Glu 
130 135 140 

Arg Lys Ala Ala Lys Met Leu Leu Val Val Val Val Val Phe Val Leu 
145 150 155 160 



Cys Trp Leu Pro Tyr His He Val Leu Leu Leu Asp Ser Leu Cys Leu 
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165 170 175 

Leu Ser lie Trp Arg Val Leu Pro Thr Ala Leu Leu lie Thr Leu Trp 
180 185 190 

Leu Ala Tyr Val Asn Ser Cys Leu Asn Pro lie He Tyr 
195 200 205 



<210> 57 
<211> 337 
<212> PRT 

<213> Homo sapiens 
<400> 57 

Met Asn Glu Pro Leu Asp Tyr Leu Ala Asn Ala Ser Asp Phe Pro Asp 
15 10 15 

Tyr Ala Ala Ala Phe Gly Asn Cys Thr Asp Glu Asn He Pro Leu Lys 
20 25 30 

Met His Tyr Leu Pro Val He Tyr Gly He He Phe Leu Val Gly Phe 
35 40 45 

Pro Gly Asn Ala Val Val He Ser Thr Tyr He Phe Lys Met Arg Pro 
50 55 60 

Trp Lys Ser Ser Thr lie He Met Leu Asn Leu Ala Cys Thr Asp Leu 
65 70 75 80 

Leu Tyr Leu Thr Ser Leu Pro Phe Leu He His Tyr Tyr Ala Ser Gly 
85 90 95 

Glu Asn Trp He Phe Gly Asp Phe Met Cys Lys Phe He Arg Phe Ser 
100 105 110 

Phe His Phe Asn Leu Tyr Ser Ser He Leu Phe Leu Thr Cys Phe Ser 
115 120 125 

He Phe Arg Tyr Cys Val He He His Pro Met Ser Cys Phe Ser He 
130 135 140 

His Lys Thr Arg Cys Ala Val Val Ala Cys Ala Val Val Trp He He 
145 150 155 160 

Ser Leu Val Ala Val He Pro Met Thr Phe Leu He Thr Ser Thr Asn 
165 170 175 

Arg Thr Asn Arg Ser Ala Cys Leu Asp Leu Thr Ser Ser Asp Glu Leu 
180 185 190 

Asn Thr He Lys Trp Tyr Asn Leu He Leu Thr Ala Thr Thr Phe Cys 
195 200 205 

Leu Pro Leu Val He Val Thr Leu Cys Tyr Thr Thr He He His Thr 
210 215 220 
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Leu Thr His Gly Leu 

225 

Arg Leu Thr lie Leu 
245 

Phe His lie Leu Arg 
260 

Ser Cys Ser lie Glu 
275 

Pro Leu Ala Ala Leu 
290 

Val Ser Asp Asn Phe 
305 

Val Ser Gly Asn Leu 

325 

Pro 



Gin Thr Asp Ser Cys 
230 

Leu Leu Leu Ala Phe 

250 

Val lie Arg lie Glu 
265 

Asn Gin lie His Glu 
280 

Asn Thr Phe Gly Asn 
295 

Gin Gin Ala Val Cys 
310 

Glu Gin Ala Lys Lys 
330 



Leu Lys Gin Lys Ala Arg 
235 240 

Tyr Val Cys Phe Leu Pro 
255 

Ser Arg Leu Leu Ser lie 
270 

Ala Tyr lie Val Ser Arg 
285 

Leu Leu Leu Tyr Val Val 
300 

Ser Thr Val Arg Cys Lys 
315 320 

lie Ser Tyr Ser Asn Asn 
335 



<210> 58 
<211> 373 
<212> PRT 

<213> Mus musculus 
<400> 58 

Met Thr Glu Val Pro Trp Ser Val Val Pro Asn Gly Thr Asp Ala Ala 
15 10 15 

Phe Leu Ala Gly Leu Gly Ser Leu Trp Gly Asn Ser Thr Val Ala Ser 
20 25 30 

Thr Ala Ala Val Ser Ser Ser Phe Gin Cys Ala Leu Thr Lys Thr Gly 
35 40 45 

Phe Gin Phe Tyr Tyr Leu Pro Ala Val Tyr lie Leu Val Phe lie lie 
50 55 60 

Gly Phe Leu Gly Asn Ser Val Ala lie Trp Met Phe Val Phe His Met 
65 70 75 80 

Lys Pro Trp Ser Gly lie Ser Val Tyr Met Phe Asn Leu Ala Leu Ala 
85 90 95 

Asp Phe Leu Tyr Val Leu Thr Leu Pro Ala Leu lie Phe Tyr Tyr Phe 
100 105 110 

Asn Lys Thr Asp Trp lie Phe Gly Asp Ala Met Cys Lys Leu Gin Arg 
115 120 125 

Phe lie Phe His Val Asn Leu Tyr Gly Ser lie Leu Phe Leu Thr Cys 
130 135 140 
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lie Ser Ala His Arg Tyr Ser Gly Val Val Tyr Pro Leu Lys Ser Leu 
145 150 155 160 

Gly Arg Leu Lys Lys Lys Asn Ala lie Tyr Val Ser Val Leu Val Trp 
165 170 175 

Leu lie Val Val Val Ala lie Ser Pro lie Leu Phe Tyr Ser Gly Thr 
180 185 190 

Gly Thr Arg Lys Asn Lys Thr Val Thr Cys Tyr Asp Thr Thr Ser Asn 
195 200 205 

Asp Tyr Leu Arg Ser Tyr Phe lie Tyr Ser Met Cys Thr Thr Val Ala 
210 215 220 

Met Phe Cys lie Pro Leu Val Leu lie Leu Gly Cys Tyr Gly Leu lie 
225 230 235 240 

Val Lys Ala Leu lie Tyr Asn Asp Leu Asp Asn Ser Pro Leu Arg Arg 
245 250 255 

Lys Ser lie Tyr Leu Val lie lie Val Leu Thr Val Phe Ala Val Ser 
260 265 , 270 

Tyr lie Pro Phe His Val Met Lys Thr Met Asn Leu Arg Ala Arg Leu 
275 280 285 

Asp Phe Gin Thr Pro Glu Met Cys Asp Phe Asn Asp Arg Val Tyr Ala 
290 295 300 

Thr Tyr Gin Val Thr Arg Gly Leu Ala Ser Leu Asn Ser Cys Val Asp 
305 310 315 320 

Pro lie Leu Tyr Phe Leu Ala Gly Asp Thr Phe Arg Arg Arg Leu Ser 

325 330 335 

Arg Ala Thr Arg Lys Ala Ser Arg Arg Ser Glu Ala Asn Leu Gin Ser 
340 345 350 

Lys Ser Glu Glu Met Thr Leu Asn lie Leu Ser Glu Phe Lys Gin Asn 
355 360 365 



Gly Asp Thr Ser Leu 
370 



<210> 59 
<211> 373 
<212> PRT 

<213> Homo sapiens 
<400> 59 

Met Thr Glu Val Leu Trp Pro Ala Val Pro Asn Gly Thr Asp Ala Ala 
15 10 15 

Phe Leu Ala Gly Pro Gly Ser Ser Trp Gly Asn Ser Thr Val Ala Ser 
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20 



25 



30 



Thr Ala Ala Val Ser Ser Ser Phe Lys Cys Ala Leu Thr Lys Thr Gly 
35 40 45 

Phe Gin Phe Tyr Tyr Leu Pro Ala Val Tyr lie Leu Val Phe lie lie 
50 55 60 

Gly Phe Leu Gly Asn Ser Val Ala lie Trp Met Phe Val Phe His Met 
65 70 75 80 

Lys Pro Trp Ser Gly lie Ser Val Tyr Met Phe Asn Leu Ala Leu Ala 
85 90 95 

Asp Phe Leu Tyr Val Leu Thr Leu Pro Ala Leu lie Phe Tyr Tyr Phe 
100 105 110 

Asn Lys Thr Asp Trp lie Phe Gly Asp Ala Met Cys Lys Leu Gin Arg 
115 120 125 

Phe lie Phe His Val Asn Leu Tyr Gly Ser lie Leu Phe Leu Thr Cys 
130 135 140 

lie Ser Ala His Arg Tyr Ser Gly Val Val Tyr Pro Leu Lys Ser Leu 
145 150 155 160 

Gly Arg Leu Lys Lys Lys Asn Ala lie Cys lie Ser Val Leu Val Trp 
165 170 175 

Leu lie Val Val Val Ala lie Ser Pro lie Leu Phe Tyr Ser Gly Thr 
180 185 190 

Gly Val Arg Lys Asn Lys Thr lie Thr Cys Tyr Asp Thr Thr Ser Asp 
195 200 205 

Glu Tyr Leu Arg Ser Tyr Phe lie Tyr Ser Met Cys Thr Thr Val Ala 
210 215 220 

Met Phe Cys Val Pro Leu Val Leu lie Leu Gly Cys Tyr Gly Leu lie 
225 230 235 240 

Val Arg Ala Leu lie Tyr Lys Asp Leu Asp Asn Ser Pro Leu Arg Arg_ 
245 250 255 

Lys Ser lie Tyr Leu Val lie lie Val Leu Thr Val Phe Ala Val Ser 
260 265 270 

Tyr lie Pro Phe His Val Met Lys Thr Met Asn Leu Arg Ala Arg Leu 
275 280 285 

Asp Phe Gin Thr Pro Ala Met Cys Ala Phe Asn Asp Arg Val Tyr Ala 
290 295 300 

Thr Tyr Gin Val Thr Arg Gly Leu Ala Ser Leu Asn Ser Cys Val Asp 
305 310 315 320 



Pro lie Leu Tyr Phe Leu Ala Gly Asp Thr Phe Arg Arg Arg Leu Ser 
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325 330 335 

Arg Ala Thr Arg Lys Ala Ser Arg Arg Ser Glu Ala Asn Leu Gin Ser 
340 345 350 

Lys Ser Glu Asp Met Thr Leu Asn lie Leu Pro Glu Phe Lys Gin Asn 
355 360 365 

Gly Asp Thr Ser Leu 
370 



<210> 60 
<211> 373 
<212> PRT 

<213> Rattus norvegicus 
<400> 60 

Met Thr Glu Val Pro Trp Ser Ala Val Pro Asn Gly Thr Asp Ala Ala 
15 10 15 

Phe Leu Ala Gly Leu Gly Ser Leu Trp Gly Asn Ser Thr lie Ala Ser 
20 25 30 

Thr Ala Ala Val Ser Ser Ser Phe Arg Cys Ala Leu lie Lys Thr Gly 
35 40 45 

Phe Gin Phe Tyr Tyr Leu Pro Ala Val Tyr lie Leu Val Phe lie lie 
50 55 60 

Gly Phe Leu Gly Asn Ser Val Ala lie Trp Met Phe Val Phe His Met 
'65 70 75 ' 80 

Lys Pro Trp Ser Gly lie Ser Val Tyr Met Phe Asn Leu Ala Leu Ala 
85 90 95 

Asp Phe Leu Tyr Val Leu Thr Leu Pro Ala Leu lie Phe Tyr Tyr Phe 
100 105 110 

Asn Lys Thr Asp Trp lie Phe Gly Asp Val Met Cys Lys Leu Gin Arg 
115 120 125 

Phe lie Phe His Val Asn Leu Tyr Gly Ser lie Leu Phe Leu Thr Cys 
130 135 140 

He Ser Ala His Arg Tyr Ser Gly Val Val Tyr Pro Leu Lys Ser Leu 
145 150 155 160 

Gly Arg Leu Lys Lys Lys Asn Ala He Tyr Val Ser Val Leu Val Trp 
165 170 175 

Leu He Val Val Val Ala He Ser Pro He Leu Phe Tyr Ser Gly Thr 
180 185 190 

Gly He Arg Lys Asn Lys Thr Val Thr Cys Tyr Asp Ser Thr Ser Asp 
195 200 205 
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Glu Tyr Leu Arg 
210 

Met Phe Cys lie 
225 

Val Arg Ala Leu 



Lys Ser lie Tyr 
260 

Tyr lie Pro Phe 
275 

Asp Phe Gin Thr 
290 

Thr Tyr Gin Val 
305 

Pro lie Leu Tyr 



Arg Ala Thr Arg 
340 

Lys Ser Glu Glu 
355 



Ser Tyr Phe lie 
215 

Pro Leu Val Leu 
230 

lie Tyr Lys Asp 
245 

Leu Val He He 



His Val Met Lys 
280 

Pro Glu Met Cys 
295 

Thr Arg Gly Leu 
310 

Phe Leu Ala Gly 
325 

Lys Ala Ser Arg 



Met Thr Leu Asn 
360 



Tyr Ser Met Cys 
220 

He Leu Gly Cys 
235 

Leu Asp Asn Ser 
250 

Val Leu Thr Val 
265 

Thr Met Asn Leu 



Asp Phe Asn Asp 
300 

Ala Ser Leu Asn 
315 

Asp Thr Phe Arg 
330 

Arg Ser Glu Ala 
345 

He Leu Ser Glu 



Thr Thr Val Ala 



Tyr Gly Leu He 
240 

Pro Leu Arg Arg 

255 

Phe Ala Val Ser 
270 

Arg Ala Arg Leu 
285 

Arg Val Tyr Ala 



Ser Cys Val Asp 
320 

Arg Arg Leu Ser 
335 

Asn Leu Gin Ser 
350 

Phe Lys Gin Asn 
365 



Gly Asp Thr Ser Leu 
370 



<210> 61 
<211> 373 
<212> PRT 
<213> Bos taurus 

<400> 61 

Met Thr Glu Val Leu Trp Pro Ala Val Pro Asn Gly Thr Asp Thr Ala 
15 10 15 

Phe Leu Ala Asp Pro Gly Ser Pro Trp Gly Asn Ser Thr Val Thr Ser 
20 25 30 

Thr Ala Ala Val Ala Ser Pro Phe Lys Cys Ala Leu Thr Lys Thr Gly 
35 \ 40 45 

Phe Gin Phe Tyr Tyr Leu Pro Ala Val Tyr He Leu Val Phe He He 
50 55 60 

Gly Phe Leu Gly Asn Ser Val Ala He Trp Met Phe Val Phe His Met 
65 70 75 80 

Lys Pro Trp Ser Gly He Ser Val Tyr Met Phe Asn Leu Ala Leu Ala 
85 90 95 
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Asp Phe Leu Tyr Val Leu Thr Leu Pro Ala Leu lie Phe Tyr Tyr Phe 
100 105 110 



Asn Lys Thr Asp Trp lie Phe Gly Asp Ala Met Cys Lys Leu Gin Arg 
115 120 125 

Phe lie Phe His Val Asn Leu Tyr Gly Ser lie Leu Phe Leu Thr Cys 
130 135 140 

lie Ser Ala His Arg Tyr Ser Gly Val Val Tyr Pro Leu Lys Ser Leu 
145 150 155 160 

Gly Arg Leu Lys Lys Lys Asn Ala Val Tyr lie Ser Val Leu Val Trp 
165 170 175 

Leu lie Val Val Val Gly lie Ser Pro lie Leu Phe Tyr Ser Gly Thr 
180 185 190 

Gly lie Arg Lys Asn Lys Thr lie Thr Cys Tyr Asp Thr Thr Ser Asp 
195 200 205 

Glu Tyr Leu Arg Ser Tyr Phe lie Tyr Ser Met Cys Thr Thr Val Ala 
210 215 220 

Met Phe Cys Val Pro Leu Val Leu lie Leu Gly Cys Tyr Gly Leu lie 
225 230 235 240 

Val Arg Ala Leu lie Tyr Lys Asp Leu Asp Asn Ser Pro Leu Arg Arg 
245 250 255 

Lys Ser lie Tyr Leu Val lie lie Val Leu Thr Val Phe Ala Val Ser 
260 265 270 

Tyr lie Pro Phe His Val Met Lys Thr Met Asn Leu Arg Ala Arg Leu 
275 280 285 

Asp Phe Gin Thr Pro Glu Met Cys Ala Phe Asn Asp Arg Val Tyr Ala 
290 295 300 

Thr Tyr Gin Val Thr Arg Gly Leu Ala Ser Leu Asn Ser Cys Val Asp 
305 310 315 320 

Pro lie Leu Tyr Phe Leu Ala Gly Asp Thr Phe Arg Arg Arg Leu Ser 
325 330 335 

Arg Ala Thr Arg Lys Ala Ser Arg Arg Ser Glu Ala Asn Leu Gin Ser 
340 345 350 

Lys Ser Glu Asp Met Thr Leu Asn lie Leu Ser Glu Phe Lys Gin Asn 
355 360 365 

Gly Asp Thr Ser Leu 
370 



<210> 62 
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<211> 254 
<212> PRT 

<213> Homo sapiens 
<400> 62 

Gly Asn Leu Leu Val lie Leu Val lie Leu Arg Thr Lys Lys Leu Arg 
1 5 10 15 

Thr Pro Thr Asn lie Phe Leu Leu Asn Leu Ala Val Ala Asp Leu Leu 
20 25 30 

Phe Leu Leu Thr Leu Pro Pro Trp Ala Leu Tyr Tyr Leu Val Gly Gly 
35 40 45 

Asp Trp Val Phe Gly Asp Ala Leu Cys Lys Leu Val Gly Ala Leu Phe 
50 55 60 

Val Val Asn Gly Tyr Ala Ser lie Leu Leu Leu Thr Ala lie Ser lie 
65 70 75 80 

Asp Arg Tyr Leu Ala lie Val His Pro Leu Arg Tyr Arg Arg lie Arg 
85 90 95 

Thr Pro Arg Arg Ala Lys Val Leu lie Leu Leu Val Trp Val Leu Ala 
100 105 110 

Leu Leu Leu Ser Leu Pro Pro Leu Leu Phe Ser Trp Leu Arg Thr Val 
115 120 125 

Glu Glu Gly Asn Thr Thr Val Cys Leu lie Asp Phe Pro Glu Glu Ser 
130 135 140 

Val Lys Arg Ser Tyr Val Leu Leu Ser Thr Leu Val Gly Phe Val Leu 
145 ~ ~ 150 155 160 

Pro Leu Leu Val lie Leu Val Cys Tyr Thr Arg lie Leu Arg Thr Leu 
165 170 175 

Arg Lys Arg Ala Arg Ser Gin Arg Ser Leu Lys Arg Arg Ser Ser Ser 
180 185 190 

Glu Arg Lys Ala Ala Lys Met Leu Leu Val Val Val Val Val Phe Val 
195 200 205 

Leu Cys Trp Leu Pro Tyr His lie Val Leu Leu Leu Asp Ser Leu Cys 
210 215 220 

Leu Leu Ser lie Trp Arg Val Leu Pro Thr Ala Leu Leu lie Thr Leu 
225 230 235 240 

Trp Leu Ala Tyr Val Asn Ser Cys Leu Asn Pro lie lie Tyr 
245 250 



<210> 63 
<211> 797 
<212> PRT 
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<213> Homo sapiens 
<400> 63 

Met Glu Ser Thr Cys Val Ser Ala Ser Leu Pro Arg Ser Tyr Arg Lys 
15 10 15 

Thr Asp Thr Val Arg Leu Thr Ser Val Val Thr Pro Arg Pro Phe Gly 
20 25 30 

Ser Gin Thr Arg Gly lie Ser Ser Leu Pro Arg Ser Tyr Thr Met Asp 
35 40 45 

Asp Ala Trp Lys Tyr Asn Gly Asp lie Glu Asp lie Lys Arg Thr Pro 
50 55 60 

Asn Asn Val Val Ser Thr Pro Ala Pro Ser Pro Asp Ala Ser Gin Leu 
65 70 75 80 

Ala Ser Ser Leu Ser Ser Gin Lys Glu Val Ala Ala Thr Glu Glu Asp 
85 90 95 

Val Thr Arg Leu Pro Ser Pro Thr Ser Pro Phe Ser Ser Leu Ser Gin 
100 105 110 

Asp Gin Ala Ala Thr Ser Lys Ala Thr Leu Ser Ser Thr Ser Gly Leu 
115 120 125 

Asp Leu Met Ser Glu Ser Gly Glu Gly Glu lie Ser Pro Gin Arg Glu 
130 135 140 

Val Ser Arg Ser Gin Asp Gin Phe Ser Asp Met Arg lie Ser lie Asn 
145 150 155 160 

Gin Thr Pro Gly Lys Ser Leu Asp Phe Gly Phe Thr lie Lys Trp Asp 
165 170 175 

lie Pro Gly lie Phe Val Ala Ser Val Glu Ala Gly Ser Pro Ala Glu 
180 185 190 

Phe Ser Gin Leu Gin Val Asp Asp Glu lie lie Ala lie Asn Asn Thr 
195 200 205 

Lys Phe Ser Tyr Asn Asp Ser Lys Glu Trp Glu Glu Ala Met Ala Lys 
210 215 220 

Ala Gin Glu Thr Gly His Leu Val Met Asp Val Arg Arg Tyr Gly Lys 
225 230 235 240 

Ala Gly Ser Pro Glu Thr Lys Trp lie Asp Ala Thr Ser Gly lie Tyr 
245 250 255 

Asn Ser Glu Lys Ser Ser Asn Leu Ser Val Thr Thr Asp Phe Ser Glu 
260 265 270 

Ser Leu Gin Ser Ser Asn lie Glu Ser Lys Glu lie Asn Gly lie His 
275 280 285 
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Asp Glu Ser Asn Ala Phe Glu Ser Lys Ala Ser Glu Ser lie Ser Leu 
290 295 300 

Lys Asn Leu Lys Arg Arg Ser Gin Phe Phe Glu Gin Gly Ser Ser Asp 
305 310 315 320 

Ser Val Val Pro Asp Leu Pro Val Pro Thr lie Ser Ala Pro Ser Arg 
325 330 335 

Trp Val Trp Asp Gin Glu Glu Glu Arg Lys Arg Gin Glu Arg Trp Gin 
340 345 350 

Lys Glu Gin Asp Arg Leu Leu Gin Glu Lys Tyr Gin Arg Glu Gin Glu 
355 360 365 

Lys Leu Arg Glu Glu Trp Gin Arg Ala Lys Gin Glu Ala Glu Arg Glu 
370 375 380 

Asn Ser Lys Tyr Leu Asp Glu Glu Leu Met Val Leu Ser Ser Asn Ser 
385 390 395 400 

Met Ser Leu Thr Thr Arg Glu Pro Ser Leu Ala Thr Trp Glu Ala Thr 
405 410 415 

Trp Ser Glu Gly Ser Lys Ser Ser Asp Arg Glu Gly Thr Arg Ala Gly 
420 425 430 

Glu Glu Glu Arg Arg Gin Pro Gin Glu Glu Val Val His Glu Asp Gin 
435 440 445 

Gly Lys Lys Pro Gin Asp Gin Leu Val lie Glu Arg Glu Arg Lys Trp 
450 455 460 

Glu Gin Gin Leu Gin Glu Glu Gin Glu Gin Lys Arg Leu Gin Ala Glu 
465 470 475 480 

Ala Glu Glu Gin Lys Arg Pro Ala Glu Glu Gin Lys Arg Gin Ala Glu 
485 490 495 

lie Glu Arg Glu Thr Ser Val Arg lie Tyr Gin Tyr Arg Arg Pro Val 
500 505 510 

Asp Ser Tyr Asp lie Pro Lys Thr Glu Glu Ala Ser Ser Gly Phe Leu 
515 520 525 

Pro Gly Asp Arg Asn Lys Ser Arg Ser Thr Thr Glu Leu Asp Asp Tyr 
530 535 540 

Ser Thr Asn Lys Asn Gly Asn Asn Lys Tyr Leu Asp Gin lie Gly Asn 
545 550 555 560 

Thr Thr "Ser Ser Gin Arg Arg Ser Lys Lys Glu Gin Val Pro Ser Gly 
565 570 575 

Ala Glu Leu Glu Arg Gin Gin lie Leu Gin Glu Met Arg Lys Arg Thr 
580 585 590 
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Pro Leu His Asn Asp Asn Ser Trp lie Arg Gin Arg Ser Ala Ser Val 
595 600 605 

Asn Lys Glu Pro Val Ser Leu Pro Gly lie Met Arg Arg Gly Glu Ser 
610 615 620 

Leu Asp Asn Leu Asp Ser Pro Arg Ser Asn Ser Trp Arg Gin Pro Pro 
625 630 635 640 

Trp Leu Asn Gin Pro Thr Gly Phe Tyr Ala Ser Ser Ser Val Gin Asp 
645 650 655 

Phe Ser Arg Pro Pro Pro Gin Leu Val Ser Thr Ser Asn Arg Ala Tyr 
660 665 670 

Met Arg Asn Pro Ser Ser Ser Val Pro Pro Pro Ser Ala Gly Ser Val 
675 680 685 

Lys Thr Ser Thr Thr Gly Val Ala Thr Thr Gin Ser Pro Thr Pro Arg 
690 695 700 

Ser His Ser Pro Ser Ala Ser Gin Ser Gly Ser Gin Leu Arg Asn Arg 
705 710 715 720 

Ser Val Ser Gly Lys Arg lie Cys Ser Tyr Cys Asn Asn lie Leu Gly 
725 730 735 

Lys Gly Ala Ala Met lie lie Glu Ser Leu Gly Leu Cys Tyr His Leu 
740 745 750 

His Cys Phe Lys Cys Val Ala Cys Glu Cys Asp Leu Gly Gly Ser Ser 
755 760 765 

Ser Gly Ala Glu Val Arg lie Arg Asn His Gin Leu Tyr Cys Asn Asp 
770 775 780 V 

Cys Tyr Leu Arg Phe Lys Ser Gly Arg Pro Thr Ala Met 
785 790 795 



<210> 64 
<211> 797 
<212> PRT 

<213> Homo sapiens 
<400> 64 

Met Glu Ser Thr Arg Val Ser Ala Ser Leu Pro Arg Ser Tyr Arg Lys 
1 5 10 15 

Thr Asp Thr Val Arg Leu Thr Ser Val Val Thr Pro Arg Pro Phe Gly 
20 25 30 

Ser Gin Thr Arg Gly lie Ser Ser Leu Pro Arg Ser Tyr Thr Met Asp 
35 40 45 

Asp Ala Trp Lys Tyr Asn Gly Asp Val Glu Asp lie Lys Arg Thr Pro 
50 55 60 
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Asn Asn Val Val Ser Thr Pro Ala Pro Ser Pro Asp Ala Ser Gin Leu 
65 70 75 80 



Ala Ser Ser Leu Ser Ser Gin Lys Glu Val Ala Ala Thr Glu Glu Asp 
85 90 95 

Val Thr Arg Leu Pro Ser Pro Thr Ser Pro Phe Ser Ser Leu Ser Gin 
100 105 110 

Asp Gin Ala Ala Thr Ser Lys Ala Thr Leu Ser Ser Thr Ser Gly Leu 
115 120 125 

Asp Leu Met Ser Glu Ser Gly Glu Gly Glu lie Ser Pro Gin Arg Glu 
130 135 140 

Val Ser Arg Ser Gin Asp Gin Phe Ser Asp Met Arg lie Ser lie Asn 
145 150 155 160 

Gin Thr Pro Gly Lys Ser Leu Asp Phe Gly Phe Thr He Lys Trp Asp 
165 170 175 

He Pro Gly He Phe Val Ala Ser Val Glu Ala Gly Ser Pro Ala Glu 
180 185 190 

Phe Ser Gin Leu Gin Val Asp Asp Glu He He Ala He Asn Asn Thr 
195 200 205 

Lys Phe Ser Tyr Asn Asp Ser Lys Glu Trp Glu Glu Ala Met Ala Lys 
210 215 220 

Ala Gin Glu Thr Gly His Leu Val Met Asp Val Arg Arg Tyr Gly Lys 
225 230 235 240 

Ala Gly Ser Pro Glu Thr Lys Trp He Asp Ala Thr Ser Gly He Tyr 
245 250 255 

Asn Ser Glu Lys Ser Ser Asn Leu Ser Val Thr Thr Asp Phe Ser Glu 
260 265 270 

Ser Leu Gin Ser Ser Asn He Glu Ser Lys Glu He Asn Gly He His 
275 280 285 

Asp Glu Ser Asn Ala Phe Glu Ser Lys Ala Ser Glu Ser He Ser Leu 
290 295 300 

Lys Asn Leu Lys Arg Arg Ser Gin Phe Phe Glu Gin Gly Ser Ser Asp 
305 310 315 320 

Ser Val Val Pro Asp Leu Pro Val Pro Thr He Ser Ala Pro Ser Arg 
325 330 335 

Trp Val Trp Asp Gin Glu Glu Glu Arg Lys Arg Gin Glu Arg Trp Gin 
340 345 350 

Lys Glu Gin Asp Arg Leu Leu Gin Glu Lys Tyr Gin Arg Glu Gin Glu 
355 360 365 
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Lys Leu Arg Glu Glu Trp Gin Arg Ala Lys Gin Glu Ala Glu Arg Glu 
370 375 380 



Asn Ser Lys Tyr Leu Asp Glu Glu Leu Met Val Leu Ser Ser Asn Ser 
385 390 395 400 

Met Ser Leu Thr Thr Arg Glu Pro Ser Leu Ala Thr Trp Glu Ala Thr 
405 410 415 

Trp Ser Glu Gly Ser Lys Ser Ser Asp Arg Glu Gly Thr Arg Ala Gly 
420 425 430 

Glu Glu Glu Arg Arg Gin Pro Gin Glu Glu Val Val His Glu Asp Gin 
435 440 445 

Gly Lys Lys Pro Gin Asp Gin Leu Val lie Glu Arg Glu Arg Lys Trp 
450 455 460 

Glu Gin Gin Leu Gin Glu Glu Gin Glu Gin Lys Arg Leu Gin Ala Glu 
465 470 475 480 

Ala Glu Glu Gin Lys Arg Pro Ala Glu Glu Gin Lys Arg Gin Ala Glu 
485 490 495 

lie Glu Arg Glu Thr Ser Val Arg lie Tyr Gin Tyr Arg Arg Pro Val 
500 505 510 

Asp Ser Tyr Asp lie Pro Lys Thr Glu Glu Ala Ser Ser Gly Phe Leu 
515 520 525 

Pro Gly Asp Arg Asn Lys Ser Arg Ser Thr Thr Glu Leu Asp Asp Tyr 
530 535 540 

Ser Thr Asn Lys Asn Gly Asn Asn Lys Tyr Leu Asp Gin lie Gly Asn 
545 550 555 560 

Met Thr Ser Ser Gin Arg Arg Ser Lys Lys Glu Gin Val Pro Ser Gly 
565 570 575 

Ala Glu Leu Glu Arg Gin Gin lie Leu Gin Glu Met Arg Lys Arg Thr 
580 585 590 

Pro Leu His Asn Asp Asn Ser Trp lie Arg Gin Arg Ser Ala Ser Val 
595 600 605 

Asn Lys Glu Pro Val Ser Leu Pro Gly lie Met Arg Arg Gly Glu Ser 
610 615 620 

Leu Asp Asn Leu Asp Ser Pro Arg Ser Asn Ser Trp Arg Gin Pro Pro 
625 630 635 640 

Trp Leu Asn Gin Pro Thr Gly Phe Tyr Ala Ser Ser Ser Val Gin Asp 
645 650 655 

Phe Ser Arg Pro Pro Pro Gin Leu Val Ser Thr Ser Asn Arg Ala Tyr 
660 665 670 
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Met Arg Asn Pro 
675 

Lys Thr Ser Thr 
690 

Ser His Ser Pro 
705 

Ser Val Ser Gly 



Lys Gly Ala Ala 
740 

His Cys Phe Lys 
755 

Ser Gly Ala Glu 
770 

Cys Tyr Leu Arg 
785 



Ser Ser Ser Val 
680 

Thr Gly Val Ala 
695 

Ser Ala Ser Gin 
710 

Lys Arg lie Cys 

725 

Met He He Glu 



Cys Val Ala Cys 
760 

Val Arg He Arg 
775 

Phe Lys Ser Gly 
790 



Pro Pro Pro Ser 



Thr Thr Gin Ser 
700 

Ser Gly Ser Gin 
715 

Ser Tyr Cys Asn 
730 

Ser Leu Gly Leu 
745 

Glu Cys Asp Leu 



Asn His Gin Leu 
780 

Arg Pro Thr Ala 
795 



Ala Gly Ser Val 
685 

Pro Thr Pro Arg 



Leu Arg Asn Arg 
720 

Asn He Leu Gly 

735 

Cys Tyr His Leu 
750 

Gly Gly Ser Ser 
765 

Tyr Cys Asn Asp 



Met 



<210> 65 
<211> 784 
<212> PRT 

<213> Homo sapiens 



<400> 65 
Met Glu Ser Thr 
1 

Thr Asp Thr Val 
20 

Ser Gin Thr Arg 
35 

Asp Ala Trp Lys 
50 

Asn Asn Val Val 
65 

Ala Ser Ser Leu 



Val Thr Arg Leu 
100 

Asp Gin Ala Ala 
115 

Asp Leu Met Ser 



Cys Val Ser Ala 
5 

Arg Leu Thr Ser 



Gly He Ser Ser 
40 

Tyr Asn Gly Asp 
55 

Ser Thr Pro Ala 
70 

Ser Ser Gin Lys 
85 

Pro Ser Pro Thr 



Thr Ser Lys Ala 
120 

Glu Ser Gly Glu 



Ser Leu Pro Arg 
10 

Val Val Thr Pro 

25 

Leu Pro Arg Ser 



He Glu Asp He 
60 

Pro Ser Pro Asp 
75 

Glu Val Ala Ala 
90 

Ser Pro Phe Ser 
105 

Thr Leu Ser Ser 

Gly Glu He Ser 
85 



Ser Tyr Arg Lys 
15 

Arg Pro Phe Gly 
30 

Tyr Thr Met Asp 
45 

Lys Arg Thr Pro 



Ala Ser Gin Leu 
80 

Thr Glu Glu Asp 
95 

Ser Leu Ser Gin 
110 

Thr Ser Gly Leu 
125 

Pro Gin Arg Glu 



130 



135 



140 



Val Ser Arg Ser Gin Asp Gin Phe Ser Asp Met Arg He Ser He Asn 
145 150 155 160 

Gin Thr Pro Gly Lys Ser Leu Asp Phe Gly Phe Thr lie Lys Trp Asp 
165 170 175 

He Pro Gly He Phe Val Ala Ser Val Glu Ala Gly Ser Pro Ala Glu 
180 185 190 

Phe Ser Gin Leu Gin Val Asp Asp Glu He He Ala He Asn Asn Thr 
195 200 205 

Lys Phe Ser Tyr Asn Asp Ser Lys Glu Trp Glu Glu Ala Met Ala Lys 
210 215 220 

Ala Gin Glu Thr Gly His Leu Val Met Asp Val Arg Arg Tyr Gly Lys 
225 230 235 240 

Ala Gly Ser Pro Glu Thr Lys Trp He Asp Ala Thr Ser Gly He Tyr 
245 250 255 

Asn Ser Glu Lys Ser Ser Asn Leu Ser Val Thr Thr Asp Phe Ser Glu 
260 265 270 

Ser Leu Gin Ser Ser Asn He Glu Ser Lys Glu He Asn Gly He His 
275 280 285 

Asp Glu Ser Asn Ala Phe Glu Ser Lys Ala Ser Glu Ser lie Ser Leu 
290 295 300 

Lys Asn Leu Lys Arg Arg Ser Gin Phe Phe Glu Gin Gly Ser Ser Asp 
305 310 315 320 

Ser Val Val Pro Asp Leu Pro Val Pro Thr He Ser Ala Pro Ser Arg 
325 330 335 

Trp Val Trp Asp Gin Glu Glu Glu Arg Lys Arg Gin Glu Arg Trp Gin 
340 345 350 

Lys Glu Gin Asp Arg Leu Leu Gin Glu Lys Tyr Gin Arg Glu Gin Glu 
355 360 365 

Lys Leu Arg Glu Glu Trp Gin Arg Ala Lys Gin Glu Ala Glu Arg Glu 
370 375 ' 380 

Asn Ser Lys Tyr Leu Asp Glu Glu Leu Met Val Leu Ser Ser Asn Ser 
385 390 395 400 

Met Ser Leu Thr Thr Arg Glu Pro Ser Leu Ala Thr Trp Glu Ala Thr 
405 410 415 



Trp Ser Glu Gly Ser Lys Ser Ser Asp Arg Glu Gly Thr Arg Ala Gly 
420 425 430 

Glu Glu Glu Arg Arg Gin Pro Gin Glu Glu Val Val His Glu Asp Gin 
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435 



440 



445 



Gly Lys Lys Pro Gin Asp Gin Leu Val lie Glu Arg Glu Arg Lys Trp 
450 455 460 

Glu Gin Gin Leu Gin Glu Glu Gin Glu Gin Lys Arg Leu Gin Ala Glu 
465 470 475 480 

Ala Glu Glu Gin Lys Arg Pro Ala Glu Glu Gin Lys Arg Gin Ala Glu 
485 490 495 

lie Glu Arg Glu Thr Ser Val Arg He Tyr Gin Tyr Arg Arg Pro Val 
500 505 510 

Asp Ser Tyr Asp He Pro Lys Thr Glu Glu Ala Ser Ser Gly Phe Leu 
515 520 525 

Pro Gly Asp Arg Asn Lys Ser Arg Ser Thr Thr Glu Leu Asp Asp Tyr 
530 535 540 

Ser Thr Asn Lys Asn Gly Asn Asn Lys Tyr Leu Asp Gin He Gly Asn 
545 550 555 560 

Thr Thr Ser Ser Gin Arg Arg Ser Lys Lys Glu Gin Val Pro Ser Gly 
565 570 575 

Ala Glu Leu Glu Arg Gin Gin lie Leu Gin Glu Met Arg Lys Arg Thr 
580 585 590 

Pro Leu His Asn Asp Asn Ser Trp He Arg Gin Arg Ser Ala Ser Val 
595 600 605 

Asn Lys Glu Pro Val Ser Leu Pro Gly He Met Arg Arg Gly Glu Ser 
610 615 620 

Leu Asp Asn Leu Asp Ser Pro Arg Ser Asn Ser Trp Arg Gin Pro Pro 
625 630 635 640 

Trp Leu Asn Gin Pro Thr Gly Phe Tyr Ala Ser Ser Ser Val Gin Asp 
645 650 655 

Phe Ser Arg Pro Pro Pro Gin Leu Val Ser Thr Ser Asn Arg Ala Tyr 
660 665 670 

Met Arg Asn Pro Ser Ser Ser Val Pro Pro Pro Ser Ala Gly Ser Val 
675 680 685 

Lys Thr Ser Thr Thr Gly Val Ala Thr Thr Gin Ser Pro Thr Pro Arg 
690 695 700 

Ser His Ser Pro Ser Ala Ser Gin Ser Gly Ser Gin Leu Arg Asn Ser 
705 710 715 720 

Val Leu Pro Val Ser Val Thr Ser Glu Ala Leu Pro Gin Glu Leu Lys 
725 730 735 



Ser Gly Ser Glu Thr Thr Asn Cys Thr Ala Thr Thr Ala He Ser Asp 
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740 745 750 

Ser Asn Leu Asp Gly Gin Pro Pro Cys Asp Val Ser Leu His Thr Lys 
755 , 760 765 

Ala Leu Leu Gin lie Glu Glu Glu Val Val Ala Ala His Val Asp Leu 
770 775 780 



<210> 66 

<211> 728 

<212> PRT 

<213> Homo sapiens 

<400> 66 

Met Glu Ser Thr Cys Val Ser Ala Ser Leu Pro Arg Ser Tyr Arg Lys 
15 10 ( 15 

Thr Asp Thr Val Arg Leu Thr Ser Val Val Thr Pro Arg Pro Phe Gly 
20 25 30 

Ser Gin Thr Arg Gly lie Ser Ser Leu Pro Arg Ser Tyr Thr Met Asp 
35 40 45 

Asp Ala Trp Lys Tyr Asn Gly Asp lie Glu Asp lie Lys Arg Thr Pro 
50 55 60 

Asn Asn Val Val Ser Thr Pro Ala Pro Ser Pro Asp Ala Ser Gin Leu 
65 70 75 80 

Ala Ser Ser Leu Ser Ser Gin Lys Glu Val Ala Ala Thr Glu Glu Asp 
85 90 95 

Val Thr Arg Leu Pro Ser Pro Thr Ser Pro Phe Ser Ser Leu Ser Gin 
100 105 110 

Asp Gin Ala Ala Thr Ser Lys Ala Thr Leu Ser Ser Thr Ser Gly Leu 
115 120 125 

Asp Leu Met Ser Glu Ser Gly Glu Gly Glu lie Ser Pro Gin Arg Glu 
130 135 140 

Val Ser Arg Ser Gin Asp Gin Phe Ser Asp Met Arg He Ser He Asn 
145 150 155 160 

Gin Thr Pro Gly Lys Ser Leu Asp Phe Gly Phe Thr He Lys Trp Asp 
165 170 175 

He Pro Gly He Phe Val Ala Ser Val Glu Ala Gly Ser Pro. Ala Glu 
180 185 190 

Phe Ser Gin Leu Gin Val Asp Asp Glu He He Ala He Asn Asn Thr 
195 200 205 



88 



Lys Phe Ser Tyr Asn Asp Ser Lys Glu Trp Glu Glu Ala Met Ala Lys 
210 215 220 

Ala Gin Glu Thr Gly His Leu Val Met Asp Val Arg Arg Tyr Gly Lys 
225 230 235 240 

Ala Gly Ser Pro Glu Thr Lys Trp lie Asp Ala Thr Ser Gly He Tyr 
245 250 255 

Asn Ser Glu Lys Ser Ser Asn Leu Ser Val Thr Thr Asp Phe Ser Glu 
260 265 270 

Ser Leu Gin Ser Ser Asn He Glu Ser Lys Glu He Asn Gly He His 
275 280 285 

Asp Glu Ser Asn Ala Phe Glu Ser Lys Ala Ser Glu Ser He Ser Leu 
290 295 300 

Lys Asn Leu Lys Arg Arg Ser Gin Phe Phe Glu Gin Gly Ser Ser Asp 
305 310 315 320 

Ser Val Val Pro Asp Leu Pro Val Pro Thr He Ser Ala Pro Ser Arg 
325 330 335 

Trp Val Trp Asp Gin Glu Glu Glu Arg Lys Arg Gin Glu Arg Trp Gin 
340 345 350 

Lys Glu Gin Asp Arg Leu Leu Gin Glu Lys Tyr Gin Arg Glu Gin Glu 
355 360 365 

Lys Leu Arg Glu Glu Trp Gin Arg Ala Lys Gin Glu Ala Glu Arg Glu 
370 375 380 

Asn Ser Lys Tyr Leu Asp Glu Glu Leu Met Val Leu Ser Ser Asn Ser 
385 ^ 390 395 400 

Met Ser Leu Thr Thr Arg Glu Pro Ser Leu Ala Thr Trp Glu Ala Thr 
405 410 415 

Trp Ser Glu Gly Ser Lys Ser Ser Asp Arg Glu Gly Thr Arg Ala Gly 
420 425 430 

Glu Glu Glu Arg Arg Gin Pro Gin Glu Glu Val Val His Glu Asp Gin 
435 440 445 

Gly Lys Lys Pro Gin Asp Gin Leu Val He Glu Arg Glu Arg Lys Trp 
450 455 460 

Glu Gin Gin Leu Gin Glu Glu Gin Glu Gin Lys Arg Leu Gin Ala Glu 
465 470 475 480 

Ala Glu Glu Gin Lys Arg Pro Ala Glu Glu Gin Lys Arg Gin Ala Glu 
485 490 495 

He Glu Arg Glu Thr Ser Val Arg He Tyr Gin Tyr Arg Arg Pro Val 
500 505 510 
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Asp Ser Tyr Asp lie Pro Lys Thr Glu Glu Ala Ser Ser Gly Phe Leu 
515 520 525 

Pro Gly Asp Arg Asn Lys Ser Arg Ser Thr Thr Glu Leu Asp Asp Tyr 
530 535 540 

Ser Thr Asn Lys Asn Gly Asn Asn Lys Tyr Leu Asp Gin lie Gly Asn 
545 550 555 560 

Thr Thr Ser Ser Gin Arg Arg Ser Lys Lys Glu Gin Val Pro Ser Gly 
565 570 575 

Ala Glu Leu Glu Arg Gin Gin lie Leu Gin Glu Met Arg Lys Arg Thr 
580 585 590 

Pro Leu His Asn Asp Asn Ser Trp lie Arg Gin Arg Ser Ala Ser Val 
595 600 605 

Asn Lys Glu Pro Val Ser Leu Pro Gly lie Met Arg Arg Gly Glu Ser 
610 615 620 

Leu Asp Asn Leu Asp Ser Pro Arg Ser Asn Ser Trp Arg Gin Pro Pro 
625 630 635 640 

Trp Leu Asn Gin Pro Thr Gly Phe Tyr Ala Ser Ser Ser Val Gin Asp 
645 650 655 

Phe Ser Arg Pro Pro Pro Gin Leu Val Ser Thr Ser Asn Arg Ala Tyr 
660 665 670 

Met Arg Asn Pro Ser Ser Ser Val Pro Pro Pro Ser Ala Gly Ser Val 
675 680 685 

Lys Thr Ser Thr Thr Gly Val Ala Thr Thr Gin Ser Pro Thr Pro Arg 
690 695 700 

Ser His Ser Pro Ser Ala Ser Gin Ser Gly Ser Gin Leu Arg Asn Ser 
705 710 715 720 

Trp Thr Ala Asn Arg His Val Met 
725 



<210> 67 
<211> 784 
<212> PRT 

<213> Homo sapiens 
<400> 67 

Met Glu Ser Thr Arg Val Ser Ala Ser Leu Pro Arg Ser Tyr Arg Lys 
1-5 10 15 

Thr Asp Thr Val Arg Leu Thr Ser Val Val Thr Pro Arg Pro Phe Gly 
20 25 30 

Ser Gin Thr Arg Gly lie Ser Ser Leu Pro Arg Ser Tyr Thr Met Asp 
35 40 45 
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Asp Ala Trp Lys Tyr Asn Gly Asp Val Glu Asp lie Lys Arg Thr Pro 
50 55 60 



Asn Asn Val Val Ser Thr Pro Ala Pro Ser Pro Asp Ala Ser Gin Leu 
65 70 75 80 

Ala Ser Ser Leu Ser Ser Gin Lys Glu Val Ala Ala Thr Glu Glu Asp 
85 90 95 

Val Thr Arg Leu Pro Ser Pro Thr Ser Pro Phe Ser Ser Leu Ser Gin 
100 105 110 

Asp Gin Ala Ala Thr Ser Lys Ala Thr Leu Ser Ser Thr Ser Gly Leu 
115 120 125 

Asp Leu Met Ser Glu Ser Gly Glu Gly Glu lie Ser Pro Gin Arg Glu 
130 135 140 

Val Ser Arg Ser Gin Asp Gin Phe Ser Asp Met Arg lie Ser lie Asn 
145 150 155 160 

Gin Thr Pro Gly Lys Ser Leu Asp Phe Gly Phe Thr lie Lys Trp Asp 
165 170 175 

lie Pro Gly lie Phe Val Ala Ser Val Glu Ala Gly Ser Pro Ala Glu 
180 185 190 

Phe Ser Gin Leu Gin Val Asp Asp Glu lie lie Ala lie Asn Asn Thr 
195 200 205 

Lys Phe Ser Tyr Asn Asp Ser Lys Glu Trp Glu Glu Ala Met Ala Lys 
210 215 220 

Ala Gin Glu Thr Gly His Leu Val Met Asp Val Arg Arg Tyr Gly Lys 
225 230 235 240 

Ala Gly Ser Pro Glu Thr Lys Trp He Asp Ala Thr Ser Gly He Tyr 
245 250 255 

Asn Ser Glu Lys Ser Ser Asn Leu Ser Val Thr Thr Asp Phe Ser Glu 
260 265 270 

Ser Leu Gin Ser Ser Asn He Glu Ser Lys Glu He Asn Gly He His 
. 275 280 285 

Asp Glu Ser Asn Ala Phe Glu Ser Lys Ala Ser Glu Ser He Ser Leu 
290 295 300 

Lys Asn Leu Lys Arg Arg Ser Gin Phe Phe Glu Gin Gly Ser Ser Asp 
305 310 315 320 

Ser Val Val Pro Asp Leu Pro Val Pro Thr He Ser Ala Pro Ser Arg 
325 330 335 

Trp Val Trp Asp Gin Glu Glu Glu Arg Lys Arg Gin Glu Arg Trp Gin 
340 345 350 
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Lys Glu Gin Asp Arg Leu Leu Gin Glu Lys Tyr Gin Arg Glu Gin Glu 
355 360 365 



Lys Leu Arg Glu Glu Trp Gin Arg 
370 375 

Asn Ser Lys Tyr Leu Asp Glu Glu 
385 390 

Met Ser Leu Thr Thr Arg Glu Pro 
405 



Ala Lys Gin Glu Ala Glu Arg Glu 
380 

Leu Met Val Leu Ser Ser Asn Ser 
395 - 400 

Ser Leu Ala Thr Trp Glu Ala Thr 
410 415 



Trp Ser Glu Gly Ser Lys Ser Ser Asp Arg Glu Gly Thr Arg Ala Gly 
420 425 430 

Glu Glu Glu Arg Arg Gin Pro Gin Glu Glu Val Val His Glu Asp Gin 
435 440 445 

Gly Lys Lys Pro Gin Asp Gin Leu Val lie Glu Arg Glu Arg Lys Trp 
450 455 460 

Glu Gin Gin Leu Gin Glu Glu Gin Glu Gin Lys Arg Leu Gin Ala Glu 
465 470 475 480 

Ala Glu Glu Gin Lys Arg Pro Ala Glu Glu Gin Lys Arg Gin Ala Glu 
485 490 495 

lie Glu Arg Glu Thr Ser Val Arg lie Tyr Gin Tyr Arg Arg Pro Val 
500 505 510 

Asp Ser Tyr Asp lie Pro Lys Thr Glu Glu Ala Ser Ser Gly Phe Leu 
515 520 525 

Pro Gly Asp Arg Asn Lys Ser Arg Ser Thr Thr Glu Leu Asp Asp Tyr 
530 535 540 

Ser Thr Asn Lys Asn Gly Asn Asn Lys Tyr Leu Asp Gin lie Gly Asn 
545" 550 555 560 

Met Thr Ser Ser Gin Arg Arg Ser Lys Lys Glu Gin Val Pro Ser Gly 
565 570 575 

Ala Glu Leu Glu Arg Gin Gin lie Leu Gin Glu Met Arg Lys Arg Thr 
580 585 590 

Pro Leu His Asn Asp Asn Ser Trp lie Arg Gin Arg Ser Ala Ser Val 
595 600 605 

Asn Lys Glu Pro Val Ser Leu Pro Gly lie Met Arg Arg Gly Glu Ser 
610 615 620 

Leu Asp Asn Leu Asp Ser Pro Arg Ser Asn Ser Trp Arg Gin Pro Pro 
625 630 635 640 

Trp Leu Asn Gin Pro Thr Gly Phe Tyr Ala Ser Ser Ser Val Gin Asp 
645 650 655 
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Phe Ser Arg Pro 
660 

Met Arg Asn Pro 
675 

Lys Thr Ser Thr 
690 

Ser His Ser Pro 
705 

Val Leu Pro Val 



Ser Gly Ser Glu 
740 

Ser Asn Leu Asp 

755 

Ala Leu Leu Gin 
770 



Pro Pro Gin Leu 



Ser Ser Ser Val 
680 

Thr Gly Val Ala 
695 

Ser Ala Ser Gin 
710 

Ser Val Thr Ser 
725 

Thr Thr Asn Cys 



Gly Gin Pro Pro 
760 

He Glu Glu Glu 
775 



Val Ser Thr Ser 
665 

Pro Pro Pro Ser 



Thr Thr Gin Ser 
700 

Ser Gly Ser Gin 
715 

Glu Ala Leu Pro 
730 

Thr Ala Thr Thr 
745 

Cys Asp Val Ser 



Val Val Ala Ala 
780 



Asn Arg Ala Tyr 
670 

Ala Gly Ser Val 
685 

Pro Thr Pro Arg 



Leu Arg Asn Ser 
720 

Gin Glu Leu Lys 
735 

Ala He Ser Asp 
750 

Leu His Thr Lys 
765 

His Val Asp Leu 



<210> 68 
<211> 71 
<212> PRT 

<213> Homo sapiens 
<400> 68 

Leu Gly Phe Ser Leu Val Gly Gly Lys Asp Ser Gly Asp Gly Gly Val 
1 5 10 15 

Val Val Ser Ser Val Val Pro Gly Ser Pro Ala Ala Lys Ala Gly Leu 
20 25 30 

Lys Pro Gly Asp Val He Leu Glu Val Asn Gly Thr Ser Val Glu Gly 
35 40 45 

Leu Thr His Leu Glu Ala Val Asp Leu Leu Lys Glu Ala Gly Gly Lys 
50 55 60 

Val Thr Leu Thr Val Leu Arg 
65 70 



<210> 69 
<211> 561 
<212> PRT 
<213> Mus 

<400> 69 



musculus 



93 



Met Ala Val Leu Leu Ala Ala Val Leu Ala Ser Ser Leu Tyr Leu Gin 
15 10 15 



Val Ala Ala Asp Phe Asp Gly Arg Trp Pro Arg Gin lie Val Ser Ser 
20 25 30 

He Gly Leu Cys Arg Tyr Gly Gly Arg He Asp Cys Cys Trp Gly Trp 
35 40 45 

Ala Arg Gin Ser Trp Gly Gin Cys Gin Pro Val Cys Gin Pro Gin Cys 
50 55 60 

Lys His Gly Glu Cys Val Gly Pro Asn Lys Cys Lys Cys His Pro Gly 
65 70 75 80 

Phe Ala Gly Lys Thr Cys Asn Gin Asp Leu Asn Glu Cys Gly Leu Lys 
85 90 95 

Pro Arg Pro Cys Lys His Arg Cys Met Asn Thr Phe Gly Ser Tyr Lys 
100 105 110 

Cys Tyr Cys Leu Asn Gly Tyr Met Leu Leu Pro Asp Gly Ser Cys Ser 
115 120 125 

Ser Ala Leu Ser Cys Ser Met Ala Asn Cys Gin Tyr Gly Cys Asp Val 
130 135 140 

Val Lys Gly Gin Val Arg Cys Gin Cys Pro Ser Pro Gly Leu Gin Leu 
145 150 155 160 

Ala Pro Asp Gly Arg Thr Cys Val Asp He Asp Glu Cys Ala Thr Gly 
165 170 175 

Arg Val Ser Cys Pro Arg Phe Arg Gin Cys Val Asn Thr Phe Gly Ser 
180 185 190 

Tyr He Cys Lys Cys His Thr Gly Phe Asp Leu Met Tyr He Gly Gly 
195 200 205 

Lys Tyr Gin Cys His Asp He Asp Glu Cys Ser Leu Gly Gin His Gin 
210 215 220 

Cys Ser Ser Tyr Ala Arg Cys Tyr Asn He His Gly Ser Tyr Lys Cys 
225 230 235 240 

Gin Cys Arg Asp Gly Tyr Glu Gly Asp Gly Leu Asn Cys Val Tyr He 
245 250 255 

Pro Lys Val Met He Glu Pro Ser Gly Pro He His Met Pro Glu Arg 
260 265 270 

Asn Gly Thr He Ser Lys Gly Asp Gly Gly His Ala Asn Arg He Pro 
275 280 285 

Asp Ala Gly Ser Thr Arg Trp Pro Leu Lys Thr Pro Tyr He Pro Pro 
290 295 300 
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Val He Thr Asn Arg Pro Thr Ser Lys Pro Thr Thr Arg Pro Thr Pro 
305 310 315 320 

Asn Pro Thr Pro Gin Pro Thr Pro Pro Pro Pro Pro Pro Leu Pro Thr 
325 330 335 

Glu Pro Arg Thr Thr Pro Leu Pro Pro Thr Pro Glu Arg Pro Ser Thr 
340 345 350 

Arg Pro Thr Thr He Ala Pro Ala Thr Ser Thr Thr Thr Arg Val He 
355 360 365 

Thr Val Asp Asn Arg He Gin Thr Asp Pro Gin Lys Pro Arg Gly Asp 
370 375 380 

Val Phe lie Pro Arg Gin Pro Thr Asn Asp Leu Phe Glu He Phe Glu 
385 390 395 400 

He Glu Arg Gly Val Ser Ala Asp Glu Glu Val Lys Asp Asp Pro Gly 
405 410 415 

He Leu He His Ser Cys Asn Phe Asp His Gly Leu Cys Gly Trp He 
420 425 430 

Arg Glu Lys Asp Ser Asp Leu His Trp Glu Thr Ala Arg Asp Pro Ala 
435 440 445 

Gly Gly Gin Tyr Leu Thr Val Ser Ala Ala Lys Ala Pro Gly Gly Lys 
450 455 460 

Ala Ala Arg Leu Val Leu Arg Leu Gly His Leu Met His Ser Gly Asp 
465 470 475 480 

Leu Cys Leu Ser Phe Arg His Lys Val Thr Gly Leu His Ser Gly Thr 
485 490 495 

Leu Gin Val Phe Val Arg Lys His Gly Thr His Gly Ala Ala Leu Trp 
500 505 510 

Gly Arg Asn Gly Gly His Gly Trp Arg Gin Thr Gin He Thr Leu Arg 
515 520 525 

Gly Ala Asp Val Lys Ser Val He Phe Lys Gly Glu Lys Arg Arg Gly 
530 535 540 

His Thr Gly Glu He Gly Leu Asp Asp Val Ser Leu Lys Arg Gly Arg 
545 550 555 560 

Cys 



<210> 70 
<211> 578 
<212> PRT 

<213> Mus musculus 
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<400> 70 

Met Ala Val Leu Leu Ala Ala Val Leu Ala Ser Ser Leu Tyr Leu Gin 
15 10 15 



Val Ala Ala Asp Phe 
20 

lie Gly Leu Cys Arg 
35 

Ala Arg Gin Ser Trp 
50 

Arg Leu Ala Arg lie 
65 

Cys Lys His Gly Glu 
85 

Gly Phe Ala Gly Lys 
100 

Lys Pro Arg Pro Cys 
115 

Lys Cys Tyr Cys Leu 
130 

Ser Ser Ala Leu Ser 
145 

Val Val Lys Gly Gin 
165 

Leu Ala Pro Asp Gly 
180 

Gly Arg Val Ser Cys 
195 

Ser Tyr lie Cys Lys 
210 

Gly Lys Tyr Gin Cys 
225 

Gin Cys Ser Ser Tyr 
245 

Cys Gin Cys Arg Asp 
260 

He Pro Lys Val Met 
275 

Arg Asn Gly Thr He 
290 



Asp Gly Arg Trp Pro Arg 
25 

Tyr Gly Gly Arg He Asp 
40 

Gly Gin Cys Gin Pro Phe 
55 

Arg Cys Gin Leu Lys Ala 
70 75 

Cys Val Gly Pro Asn Lys 
90 

Thr Cys Asn Gin Asp Leu 
105 

Lys His Arg Cys Met Asn 
120 

Asn Gly Tyr Met Leu Leu 
135 

Cys Ser Met Ala Asn Cys 
150 155 

Val Arg Cys Gin Cys Pro 
170 

Arg Thr Cys Val Asp He 
185 

Pro Arg Phe Arg Gin Cys 
200 

Cys His Thr Gly Phe Asp 
215 

His Asp He Asp Glu Cys 
230 235 

Ala Arg Cys Tyr Asn He 
25 0 

Gly Tyr Glu Gly Asp Gly 
265 

He Glu Pro Ser Gly Pro 
280 

Ser Lys Gly Asp Gly Gly 
295 



Gin He Val Ser Ser 
30 

Cys Cys Trp Gly Trp 
45 

Tyr Val Leu Arg Gin 
60 

Val Cys Gin Pro Gin 
80 

Cys Lys Cys His Pro 
95 

Asn Glu Cys Gly Leu 
110 

Thr Phe Gly Ser Tyr 
125 

Pro Asp Gly Ser Cys 
14 0 

Gin Tyr Gly Cys Asp 
160 

Ser Pro Gly Leu Gin 

175 

Asp Glu Cys Ala Thr 
190 

Val Asn Thr Phe Gly 
205 

Leu Met Tyr He Gly 
220 

Ser Leu Gly Gin His 
240 

His Gly Ser Tyr Lys 
255 

Leu Asn Cys Val Tyr 
270 

He His Met Pro Glu 
285 

His Ala Asn Arg He 
300 
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Pro Asp Ala Gly Ser Thr Arg Trp Pro Leu Lys Thr Pro Tyr lie Pro 
305 310 315 320 



Pro Val lie Thr Asn Arg Pro Thr Ser Lys Pro Thr Thr Arg Pro Thr 
325 330 335 

Pro Asn Pro Thr Pro Gin Pro Thr Pro Pro Pro Pro Pro Pro Leu Pro 
340 345 350 

Thr Glu Pro Arg Thr Thr Pro Leu Pro Pro Thr Pro Glu Arg Pro Ser 

355 ' 360 365 

Thr Arg Pro Thr Thr lie Ala Pro Ala Thr Ser Thr Thr Thr Arg Val 
370 375 380 

lie Thr Val Asp Asn Arg lie Gin Thr Asp Pro Gin Lys Pro Arg Gly 
385 390 395 400 

Asp Val Phe lie Pro Arg Gin Pro Thr Asn Asp Leu Phe Glu lie Phe 
405 410 415 

Glu lie Glu Arg Gly Val Ser Ala Asp Glu Glu Val Lys Asp Asp Pro 
420 425 430 

Gly lie Leu lie His Ser Cys Asn Phe Asp His Gly Leu Cys Gly Trp 
435 440 445 

lie Arg Glu Lys Asp Ser Asp Leu His Trp Glu Thr Ala Arg Asp Pro 
450 455 460 

Ala Gly Gly Gin Tyr Leu Thr Val Ser Ala Ala Lys Ala Pro Gly Gly 
465 470 475 480 

Lys Ala Ala Arg Leu Val Leu Arg Leu Gly His Leu Met His Ser Gly 
485 490 495 

Asp Leu Cys Leu Ser Phe Arg His Lys Val Thr Gly Leu His Ser Gly 
500 505 510 

Thr Leu Gin Val Phe Val Arg Lys His Gly Thr His Gly Ala Ala Leu 
515 520 525 

Trp Gly Arg Asn Gly Gly His Gly Trp Arg Gin Thr Gin lie Thr Leu 
530 535 540 

Arg Gly Ala Asp Val Lys Ser Val lie Phe Lys Gly Glu Lys Arg Arg 
545 550 555 560 

Gly His Thr Gly Glu lie Gly Leu Asp Asp Val Ser Leu Lys Arg Gly 
565 570 575 



Arg Cys 



<210> 71 
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<211> 592 
<212> PRT 

<213> Mus musculus 
<400> 71 

Met Ala Val Leu Leu Ala Ala Val Leu Ala Ser Ser Leu Tyr Leu Gin 
15 10 15 

Val Ala Ala Asp Phe Asp Gly Arg Trp Pro Arg Gin lie Val Ser Ser 
20 25 30 

lie Gly Leu Cys Arg Tyr Gly Gly Arg lie Asp Cys Cys Trp Gly Trp 
35 40 45 

Ala Arg Gin Ser Trp Gly Gin Cys Gin Pro Val Cys Gin Pro Gin Cys 
50 55 60 

Lys His Gly Glu Cys Val Gly Pro Asn Lys Cys Lys Cys His Pro Gly 
65 70 75 80 

Phe Ala Gly Lys Thr Cys Asn Gin Asp Glu Ser Phe His Pro Thr Pro 
85 90 95 

Leu Asp Gin Gly Ser Glu Gin Pro Leu Phe Gin Pro Pro Asp His Gin 
100 105 110 

Ala Thr Asn Val Pro Ser Arg Asp Leu Asn Glu Cys Gly Leu Lys Pro 
115 120 125 

Arg Pro Cys Lys His Arg Cys Met Asn Thr Phe Gly Ser Tyr Lys Cys 
130 135 140 

Tyr Cys Leu Asn Gly Tyr Met Leu Leu Pro Asp Gly Ser Cys Ser Ser 
145 150 155 160 

Ala Leu Ser Cys Ser Met Ala Asn Cys Gin Tyr Gly Cys Asp Val Val 
165 170 175 

Lys Gly Gin Val Arg Cys Gin Cys Pro Ser Pro Gly Leu Gin Leu Ala 
180 185 190 

Pro Asp Gly Arg Thr Cys Val Asp lie Asp Glu Cys Ala Thr Gly Arg 
195 200 205 

Val Ser Cys Pro Arg Phe Arg Gin Cys Val Asn Thr Phe Gly Ser Tyr 
210 215 220 

lie Cys Lys Cys His Thr Gly Phe Asp Leu Met Tyr lie Gly Gly Lys 
225 230 235 240 

Tyr Gin Cys His Asp lie Asp Glu Cys Ser Leu Gly Gin His Gin Cys 
245 250 255 

Ser Ser Tyr Ala Arg Cys Tyr Asn lie His Gly Ser Tyr Lys Cys Gin 
260 265 270 

Cys Arg Asp Gly Tyr Glu Gly Asp Gly Leu Asn Cys Val Tyr lie Pro 
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275 



280 



285 



Lys Val Met lie Glu Pro Ser Gly Pro lie His Met Pro Glu Arg Asn 
290 295 300 

Gly Thr lie Ser Lys Gly Asp Gly Gly His Ala Asn Arg" lie Pro Asp 
305 310 315 320 

Ala Gly Ser Thr Arg Trp Pro Leu Lys Thr Pro Tyr lie Pro Pro Val 
325 330 335 

lie Thr Asn Arg Pro Thr Ser Lys Pro Thr Thr Arg Pro Thr Pro Asn 
340 345 350 

Pro Thr Pro Gin Pro Thr Pro Pro Pro Pro Pro Pro Leu Pro Thr Glu 
355 360 365 

Pro Arg Thr Thr Pro Leu Pro Pro Thr Pro Glu Arg Pro Ser Thr Arg 
370 375 380 

Pro Thr Thr lie Ala Pro Ala Thr Ser Thr Thr Thr Arg Val lie Thr 
385 ^ 390 395 400 

Val Asp Asn Arg lie Gin Thr Asp Pro Gin Lys Pro Arg Gly Asp Val 
405 410 415 

Phe lie Pro Arg Gin Pro Thr Asn Asp Leu Phe Glu lie Phe Glu lie 
420 425 430 

Glu Arg Gly Val Ser Ala Asp Glu Glu Val Lys Asp Asp Pro Gly lie 
435 440 445 

Leu lie His Ser Cys Asn Phe Asp His Gly Leu Cys Gly Trp lie Arg 
450 455 460 

Glu Lys Asp Ser Asp Leu His Trp Glu Thr Ala Arg Asp Pro Ala Gly 
465 470 475 480 

Gly Gin Tyr Leu Thr Val Ser Ala Ala Lys Ala Pro Gly Gly Lys Ala 
485 490 495 

Ala Arg Leu Val Leu Arg Leu Gly His Leu Met His Ser Gly Asp Leu 
500 505 510 

Cys Leu Ser Phe Arg His Lys Val Thr Gly Leu His Ser Gly Thr Leu 
515 520 525 

Gin Val Phe Val Arg Lys His Gly Thr His Gly Ala Ala Leu Trp Gly 
530 535 540 

Arg Asn Gly Gly His Gly Trp Arg Gin Thr Gin He Thr Leu Arg Gly 
545 550 555 560 

Ala Asp Val Lys Ser Val He Phe Lys Gly Glu Lys Arg Arg Gly His 
565 570 575 



Thr Gly Glu He Gly Leu Asp Asp Val Ser Leu Lys Arg Gly Arg Cys 
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580 



585 



590 



<210> 72 
<211> 609 
<212> PRT 

<213> Mus musculus 
<400> 72 

Met Ala Val Leu Leu Ala Ala Val Leu Ala Ser Ser Leu Tyr Leu Gin 
15 10 15 

Val Ala Ala Asp Phe Asp Gly Arg Trp Pro Arg Gin lie Val Ser Ser 
20 25 30 

lie Gly Leu Cys Arg Tyr Gly Gly Arg lie Asp Cys Cys Trp Gly Trp 
35 40 45 

Ala Arg Gin Ser Trp Gly Gin Cys Gin Pro Phe Tyr Val Leu Arg Gin 
50 55 60 

Arg Leu Ala Arg lie Arg Cys Gin Leu Lys Ala Val Cys Gin Pro Gin 
65 70 75 80 

Cys Lys His Gly Glu Cys Val Gly Pro Asn Lys Cys Lys Cys His Pro 
85 ' 90 95 

Gly Phe Ala Gly Lys Thr Cys Asn Gin Asp Glu Ser Phe His Pro Thr 
100 105 110 

Pro Leu Asp Gin Gly Ser Glu Gin Pro Leu Phe Gin Pro Pro Asp His 
115 120 125 

Gin Ala Thr Asn Val Pro Ser Arg Asp Leu Asn Glu Cys Gly Leu Lys 
130 135 140 

Pro Arg Pro Cys Lys His Arg Cys Met Asn Thr Phe Gly Ser Tyr Lys 
145 150 155 160 

Cys Tyr Cys Leu Asn Gly Tyr Met Leu Leu Pro Asp Gly Ser Cys Ser 
165 170 175 

Ser Ala Leu Ser Cys Ser Met Ala Asn Cys Gin Tyr Gly Cys Asp Val 
180 185 190 

Val Lys Gly Gin Val Arg Cys Gin Cys Pro Ser Pro Gly Leu Gin Leu 
195 200 205 

Ala Pro Asp Gly Arg Thr Cys Val Asp lie Asp Glu Cys Ala Thr Gly 
210 215 220 

Arg Val Ser Cys Pro Arg Phe Arg Gin Cys Val Asn Thr Phe Gly Ser 
225 230 235 240 
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Tyr lie Cys Lys Cys His Thr Gly Phe Asp Leu Met Tyr lie Gly Gly 
245 250 255 

Lys Tyr Gin Cys His Asp lie Asp Glu Cys Ser Leu Gly Gin His Gin 
260 265 270 

Cys Ser Ser Tyr Ala Arg Cys Tyr Asn lie His Gly Ser Tyr Lys Cys 
275 280 285 

Gin Cys Arg Asp Gly Tyr Glu Gly Asp Gly Leu Asn Cys Val Tyr lie 
290 295 300 

Pro Lys Val Met lie Glu Pro Ser Gly Pro lie His Met Pro Glu Arg 
305 310 315 320 

Asn Gly Thr lie Ser Lys Gly Asp Gly Gly His Ala Asn Arg lie Pro 
325 330 335 

Asp Ala Gly Ser Thr Arg Trp Pro Leu Lys Thr Pro Tyr lie Pro Pro 
340 345 350 

Val lie Thr Asn Arg Pro Thr Ser Lys Pro Thr Thr Arg Pro Thr Pro 
355 360 365 

Asn Pro Thr Pro Gin Pro Thr Pro Pro Pro Pro Pro Pro Leu Pro Thr 
370 375 380 

Glu Pro Arg Thr Thr Pro Leu Pro Pro Thr Pro Glu Arg Pro Ser Thr 
385 390 395 400 

Arg Pro Thr Thr lie Ala Pro Ala Thr Ser Thr Thr Thr Arg Val lie 
405 410 415 

Thr Val Asp Asn Arg lie Gin Thr Asp Pro Gin Lys Pro Arg Gly Asp 
420 425 430 

Val Phe lie Pro Arg Gin Pro Thr Asn Asp Leu Phe Glu lie Phe Glu 
435 440 445 

lie Glu Arg Gly Val Ser Ala Asp Glu Glu Val Lys Asp Asp Pro Gly 
450 455 460 

lie Leu lie His Ser Cys Asn Phe Asp His Gly Leu Cys Gly Trp lie 
465 470 475 480 

Arg Glu Lys Asp Ser Asp Leu His Trp Glu Thr Ala Arg Asp Pro Ala 
485 490 495 

Gly Gly Gin Tyr Leu Thr Val Ser Ala Ala Lys Ala Pro Gly Gly Lys 
500 505 510 

Ala Ala Arg Leu Val Leu Arg Leu Gly His Leu Met His Ser Gly Asp 
515 520 525 



Leu Cys Leu Ser Phe Arg His Lys Val Thr Gly Leu His Ser Gly Thr 
530 535 540 
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Leu Gin Val Phe 
545 

Gly Arg Asn Gly 

\ 

Gly Ala Asp Val 
580 

His Thr Gly Glu 
595 



Val Arg Lys His 
550 

Gly His Gly Trp 
565 

Lys Ser Val lie 



lie Gly Leu Asp 
600 



Gly Thr His Gly 
555 

Arg Gin Thr Gin 
570 

Phe Lys Gly Glu 
585 

Asp Val Ser Leu 



Ala Ala Leu Trp 
560 

lie Thr Leu Arg 
575 

Lys Arg Arg Gly 
590 

Lys Arg Gly Arg 
605 



Cys 



<210> 73 

<211> 550 

<212> PRT 

<213> Mus musculus 

<400> 73 

Met Gin Pro Pro Trp Gly Leu Ala Leu Pro Leu Leu Leu Pro Trp Val 
15 10 15 

Thr Gly Gly Val Gly Thr Ser Pro Trp Asp Tyr Gly Leu Ser Ala Leu 
20 25 30 

Ala His Gin Pro Gly Val Cys Gin Tyr Gly Thr Lys Met Ala Cys Cys 
35 40 45 

Tyr Gly Trp Lys Arg Asn Asn Lys Gly Val Cys Glu Ala Met Cys Glu 
50 55 60 

Pro Arg Cys Lys Phe Gly Glu Cys Val Gly Pro Asn Lys Cys Arg Cys 
65 70 75 80 

Phe Pro Gly Tyr Thr Gly Lys Thr Cys Thr Gin Asp Val Asn Glu Cys 
85 . 90 95 

Gly Val Lys Pro Arg Pro Cys Gin His Arg Cys Val Asn Thr His Gly 
100 105 110 

Ser Tyr Lys Cys Phe Cys Leu Ser Gly His Met Leu Leu Pro Asp Ala 
115 120 125 

Thr Cys Ser Asn Ser Arg Thr Cys Ala Arg Leu Asn Cys Gin Tyr Gly 
130 135 140 

Cys Glu Asp Thr Glu Glu Gly Pro Arg Cys Val Cys Pro Ser Ser Gly 
145 150 155 160 

Leu Arg Leu Gly Pro Asn Gly Arg Val Cys Leu Asp lie Asp Glu Cys 
165 170 175 

Ala Ser Ser Lys Ala Val Cys Pro Ser Asn Arg Arg Cys Val Asn Thr 
180 185 190 
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Phe Gly Ser Tyr Tyr Cys Lys Cys His lie Gly Phe Glu Leu Lys Tyr 
195 200 205 

lie Gly Arg Arg Tyr Asp Cys Val Asp lie Asn Glu Cys Ala Leu Asn 
210 215 220 

Thr His Pro Cys Ser Pro His Ala Asn Cys Leu Asn Thr Arg Gly Ser 
225 230 235 240 

Phe Lys Cys Lys Cys Lys Gin Gly Tyr Arg Gly Asn Gly Leu Gin Cys 
245 250 255 

Ser Val lie Pro Glu His Ser Val Lys Glu lie Leu Thr Ala Pro Gly 
260 265 270 

Thr lie Lys Asp Arg lie Lys Lys Leu Leu Ala His Lys Arg Thr Met 
275 280 285 

Lys Lys Lys Val Lys Leu Lys Met Val Thr Pro Arg Pro Ala Ser Thr 
290 295 300 

Arg Val Pro Lys Val Asn Leu Pro Tyr Ser Ser Glu Glu Gly Val Ser 
305 310 315 320 

Arg Gly Arg Asn Tyr Asp Gly Glu Gin Lys Lys Lys Glu Glu Gly Lys 
325 330 335 

Arg Glu Arg Leu Glu Glu Glu Lys Gly Glu Lys Thr Leu Arg Asn Glu 
340 345 350 

Val Glu Gin Glu Arg Thr Leu Arg Gly Asp Val Phe Ser Pro Lys Val 
355 360 365 

Asn Glu Ala Glu Asp Leu Asp Leu Val Tyr Val Gin Arg Lys Glu Leu 
370 375 380 

Asn Ser Lys Leu Lys His Lys Asp Leu Asn lie Ser Val Asp Cys Ser 
385 390 395 400 

Phe Asp Leu Gly Val Cys Asp Trp Lys Gin Asp Arg Glu Asp Asp Phe 
405 410 415 

Asp Trp His Pro Ala Asp Arg Asp Asn Asp Val Gly Tyr Tyr Met Ala 
420 425 430 

Val Pro Ala Leu Ala Gly His Lys Lys Asn lie Gly Arg Leu Lys Leu 
435 440 445 

Leu Leu Pro Asn Leu Thr Pro Gin Ser Asn Phe Cys Leu Leu Phe Asp 
450 455 460 

Tyr Arg Leu Ala Gly Asp Lys Val Gly Lys Leu Arg Val Phe Val Lys 
465 470 475 480 



Asn Ser Asn Asn Ala Leu Ala Trp Glu Glu Thr Lys Asn Glu Asp Gly 
485 490 495 

103 



Arg Trp Arg Thr Gly Lys lie Gin 
500 

Lys Ser Val lie Phe Glu Ala Glu 

515 520 

lie Ala Val Asp Gly Val Leu Leu 
530 535 

Phe Leu Ser Val Glu Gly 
545 550 



Leu Tyr Gin Gly He Asp Thr Thr 
505 510 

Arg Gly Lys Gly Lys Thr Gly Glu 
525 

Val Ser Gly Leu Cys Pro Asp Asp 
540 



<210> 74 
<211> 158 
<212> PRT 

<213> Homo sapiens 
<400> 74 

Gly Asn Cys Asp Phe Glu Glu Gly Asn Thr Cys Gly Trp His Gin Asp 
15 10 15 

Ser Asn Asp Asp Gly Pro Trp Glu Arg Val Ser Ser Ala Thr Arg Asn 
20 25 30 

Asp Gly Pro Asn Arg Asp His Thr Thr Gly Asn Gly His Tyr Met Phe 
35 40 45 

Phe Glu Thr Ser Ser Gly Lys Pro Gly Gin Thr Ala Arg Leu Leu Ser 
50 55 60 

Pro Pro Leu Tyr Glu Asn Arg Ser Thr His Cys Leu Thr Phe Trp Tyr 
65 70 75 80 

Tyr Met Tyr Gly Ser Gly Val Gly Thr Leu Asn Val Tyr Val Arg Val 
85 90 95 

Asn Asn Gly Pro Gin Asp Thr Leu Leu Trp Ser Arg Ser Gly Thr Gin 
100 105 110 

Gly Gly Gin Trp Leu Gin Ala Glu Val Ala Leu Ser Thr Ser Pro Gin 
115 120 125 

Pro Phe Gin Val Val Phe Glu Gly Thr Arg Gly Gly Gly Pro Ser Gly 
130 135 140 

Tyr He Ala Leu Asp Asp He Leu Leu Ser Asn Gly Pro Cys 
145 150 155 



<210> 75 
<211> 159 
<212> PRT 

<213> Homo sapiens 
<400> 75 
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Cys Asp Phe Glu 
1 

Asp Asp Leu Asp 
20 

Gly Pro Arg Gly 
35 

Asp Thr Ser Ser 
50 

Pro Leu Pro Pro 
65 

Met Tyr Gly Ser 



Gly Gly Pro Ser 
100 

Gly Ser Trp Leu 
115 

Phe Gin Val Val 
130 

lie Ala Leu Asp 
145 



Asp Gly Ser His 
5 

Trp Thr Arg Val 



Asp His Thr Thr 
40 

Gly Gin Glu Gly 

55 

Lys Arg Ser Pro 
70 

Gly Val Gly Thr 
85 

Asp Arg Leu Leu 



Leu Ala Glu Val 
120 

Phe Glu Gly Thr 

135 

Asp lie Ser Leu 
150 



Cys Gly Trp Ser 
10 

Asn Ser Ala Thr 
25 

Gly Asn Gly His 



Gin Thr Ala Arg 
60 

Cys Cys Leu Thr 
75 

Leu Asn Val Tyr 
90 

Trp Ser Arg Ser 
105 

Thr Leu Pro Thr 



Arg Gly Gly Gly 
140 

Ser Glu Gly Pro 
155 



Gin Asp Ser Gly 
15 

Gly Gly Ser Thr 
30 

Tyr Met Tyr Val 
45 

Leu Leu Ser Pro 



Phe Trp Tyr His 
80 

Val Arg Glu Asn 
95 

Gly His Gin Gly 
110 

Ser Thr Lys Pro 
125 

Ser Arg Gly Gly 



Cys Asn Gin 



<210> 76 
<211> 41 
<212> PRT 

<213> Homo sapiens 
<400> 76 

Asp lie Asp Glu Cys Ala Ser Gly Asn Pro Cys Gin Asn Gly Gly Thr 
15 10 15 

Cys Val Asn Thr Val Gly Ser Tyr Arg Cys Glu Glu Cys Pro Pro Gly 
20 25 30 

Tyr Thr Leu Asp Gly Arg Asn Cys Glu 
35 40 



<210> 77 
<211> 709 
<212> PRT 

<213> Homo sapiens 
<400> 77 

Met Ser Phe Pro Lys Ala Pro Leu Lys Arg Phe Asn Asp Pro Ser Gly 
15 10 15 



Cys Ala Pro Ser Pro Gly Ala Tyr Asp Val Lys Thr Leu Glu Val Leu 

105 



20 



25 



30 



Lys Gly Pro Val Ser Phe Gin Lys Ser Gin Arg Phe Lys Gin Gin Lys 
35 40 45 

Glu Ser Lys Gin Asn Leu Asn Val Asp Lys Asp Thr Thr Leu Pro Ala 
50 55 60 

Ser Ala Arg Lys Val Lys Ser Ser Glu Ser Lys lie Arg Val Leu Leu 
65 70 75 80 

Gin Glu Arg Gly Ala Gin Asp Ser Arg lie Gin Asp Leu Glu Thr Glu 
85 90 95 

Leu Glu Lys Met Glu Ala Arg Leu Asn Ala Ala Leu Arg Glu Lys Thr 
100 105 110 

Ser Leu Ser Ala Asn Asn Ala Thr Leu Glu Lys Gin Leu lie Glu Leu 
115 120 125 

Thr Arg Thr Asn Glu Leu Leu Lys Ser Lys Phe Ser Glu Asn Gly Asn 
130 135 I 140 

Gin Lys Asn Leu Arg lie Leu Ser Leu Glu Leu Met Lys Leu Arg Asn 
145 150 155 160 

Lys Arg Glu Thr Lys Met Arg Gly Met Met Ala Lys Gin Glu Gly Met 
165 170 175 

Glu Met Lys Leu Gin Val Thr Gin Arg Ser Leu Glu Glu Ser Gin Gly 
180 185 190 

Lys lie Ala Gin Leu Glu Gly Lys Leu Val Ser lie Glu Lys Glu Lys 
195 200 205 

lie Asp Glu Lys Ser Glu Thr Glu Lys Leu Leu Glu Tyr lie Glu Glu 
210 215 220 

lie Ser Cys Ala Ser Asp Gin Val Glu Lys Tyr Lys Leu Asp lie Ala 
225 230 235 240 

Gin Leu Glu Glu Asn Leu Lys Glu Lys Asn Asp Glu lie Leu Ser Leu 
245 250 255 

Lys Gin Ser Leu Glu Glu Asn lie Val lie Leu Ser Lys Gin Val Glu 
260 265 270 

Asp Leu Asn Val Lys Cys Gin Leu Leu Glu Lys Glu Lys Glu Asp His 
275 280 285 

Val Asn Arg Asn Arg Glu His Asn Glu Asn Leu Asn Ala Glu Met Gin 
290 295 300 

Asn Leu Lys Gin Lys Phe lie Leu Glu Gin Gin Glu Arg Glu Lys Leu 
305 310 315 320 

Gin Gin Lys Glu Leu Gin lie Asp Ser Leu Leu Gin Gin Glu Lys Glu 
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325 330 335 

Leu Ser Ser Ser Leu His Gin Lys Leu Cys Ser Phe Gin Glu Glu Met 
340 345 350 

Val Lys Glu Lys Asn Leu Phe Glu Glu Glu Leu Lys Gin Thr Leu Asp 
355 360 365 

Glu Leu Asp Lys Leu Gin Gin Lys Glu Glu Gin Ala Glu Arg Leu Val 
370 375 380 

Lys Gin Leu Glu Glu Glu Ala Lys Ser Arg Ala Glu Glu Leu Lys Leu 
385 390 395 400 

Leu Glu Glu Lys Leu Lys Gly Lys Glu Ala Glu Leu Glu Lys Ser Ser 
405 410 415 

Ala Ala His Thr Gin Ala Thr Leu Leu Leu Gin Glu Lys Tyr Asp Ser 
420 425 430 

Met Val Gin Ser Leu Glu Asp Val Thr Ala Gin Phe Glu Ser Tyr Lys 
435 440 445 

Ala Leu Thr Ala Ser Glu lie Glu Asp Leu Lys Leu Glu Asn Ser Ser 
450 455 460 

Leu Gin Glu Lys Ala Ala Lys Ala Gly Lys Asn Ala Glu Asp Val Gin 
465 470 475 480 

His Gin lie Leu Ala Thr Glu Ser Ser Asn Gin Glu Tyr Val Arg Met 
485 490 495 

Leu Leu Asp Leu Gin Thr Lys Ser Ala Leu Lys Glu Thr Glu lie Lys 
500 505 510 

Glu lie Thr Val Ser Phe Leu Gin Lys lie Thr Asp Leu Gin Asn Gin 
515 520 525 

Leu Lys Gin Gin Glu Glu Asp Phe Arg Lys Gin Leu Glu Asp Glu Glu 
530 535 540 

Gly Arg Lys Ala Glu Lys Glu Asn Thr Thr Ala Glu Leu Thr Glu Glu 
545 550 555 560 

lie Asn Lys Trp Arg Leu Leu Tyr Glu Glu Leu Tyr Asn Lys Thr Lys 
565 570 575 

Pro Phe Gin Leu Gin Leu Asp Ala Phe Glu Val Glu Lys Gin Ala Leu 
580 585 590 

Leu Asn Glu His Gly Ala Ala Gin Glu Gin Leu Asn Lys He Arg Asp 
595 600 605 

Ser Tyr Ala Lys Leu Leu Gly His Gin Asn Leu Lys Gin Lys He Lys 
610 615 620 



His Val Val Lys Leu Lys Asp Glu Asn Ser Gin Leu Lys Ser Glu Val 
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625 630 635 640 

Ser Lys Leu Arg Cys Gin Leu Ala Lys Lys Lys Gin Ser Glu Thr Lys 
645 650 655 

Leu Gin Glu Glu Leu Asn Lys Val Leu Gly lie Lys His Phe Asp Pro 
660 665 670 

Ser Lys Ala Phe His His Glu Ser Lys Glu Asn Phe Ala Leu Lys Thr 
675 680 685 

Pro Leu Lys Glu Gly Asn Thr Asn Cys Tyr Arg Ala Pro Met Glu Cys 
690 695 700 

Gin Glu Ser Trp Lys 
705 



<210> 78 
<211> 725 
<212> PRT 

<213> Homo sapiens 
<400> 78 

Met Ser Phe Pro Lys Ala Pro Leu Lys Arg Phe Asn Asp Pro Ser Gly 
15 10 15 

Cys Ala Pro Ser Pro Gly Ala Tyr Asp Val Lys Thr Leu Glu Val Leu 
20 25 30 

Lys Gly Pro Val Ser Phe Gin Lys Ser Gin Arg Phe Lys Gin Gin Lys 
35 40 45 

Glu Ser Lys Gin Asn Leu Asn Val Asp Lys Asp Thr Thr Leu Pro Ala 
50 55 60 

Ser Ala Arg Lys Val Lys Ser Ser Glu Ser Lys Lys Glu Ser Gin Lys 
65 70 75 80 

Asn Asp Lys Asp Leu Lys lie Leu Glu Lys Glu lie Arg Val Leu Leu 
85 90 95 

Gin Glu Arg Gly Ala Gin Asp Arg Arg He Gin Asp Leu Glu Thr Glu 
100 105 110 

Leu Glu Lys Met Glu Ala Arg Leu Asn Ala Ala Leu Arg Glu Lys Thr 
115 120 125 

Ser Leu Ser Ala Asn Asn Ala Thr Leu Glu Lys Gin Leu He Glu Leu 
130 135 140 

Thr Arg Thr Asn Glu Leu Leu Lys Ser Lys Phe Ser Glu Asn Gly Asn 
145 150 155 160 

Gin Lys Asn Leu Arg He Leu Ser Leu Glu Leu Met Lys Leu Arg Asn 
165 170 175 
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Lys Arg Glu Thr Lys Met Arg Gly Met Met Ala Lys Gin Glu Gly Met 
180 185 190 

Glu Met Lys Leu Gin Val Thr Gin Arg Ser Leu Glu Glu Ser Gin Gly 
195 200 205 

Lys lie Ala Gin Leu Glu Gly Lys Leu Val Ser lie Glu Lys Glu Lys 
210 215 220 

lie Asp Glu Lys Ser Glu Thr Glu Lys Leu Leu Glu Tyr lie Glu Glu 
225 230 235 240 

lie Ser Cys Ala Ser Asp Gin Val Glu Lys Tyr Lys Leu Asp lie Ala 
245 250 255 

Gin Leu Glu Glu Asn Leu Lys Glu Lys Asn Asp Glu lie Leu Ser Leu 
260 265 270 

Lys Gin Ser Leu Glu Asp Asn lie Val lie Leu Ser Lys Gin Val Glu 
275 280 285 

Asp Leu Asn Val Lys Cys Gin Leu Leu Glu Thr Glu Lys Glu Asp His 
290 295 300 

Val Asn Arg Asn Arg Glu His Asn Glu Asn Leu Asn Ala Glu Met Gin 
305 310 315 320 

Asn Leu Glu Gin Lys Phe lie Leu Glu Gin Arg Glu His Glu Lys Leu 
325 330 335 

Gin Gin Lys Glu Leu Gin lie Asp Ser Leu Leu Gin Gin Glu Lys Glu 
340 345 350 

Leu Ser Ser Ser Leu His Gin Lys Leu Cys Ser Phe Gin Glu Glu Met 
355 360 365 

Val Lys Glu Lys Asn Leu Phe Glu Glu Glu Leu Lys Gin Thr Leu Asp 
370 j 375 380 

Glu Leu Asp Lys Leu Gin Gin Lys Glu Glu Gin Ala Glu Arg Leu Val 
385 390 395 400 

Lys Gin Leu Glu Glu Glu Ala Lys Ser Arg Ala Glu Glu Leu Lys Leu 
405 410 415 

Leu Glu Glu Lys Leu Lys Gly Lys Glu Ala Glu Leu Glu Lys Ser Ser 
420 425 430 

Ala Ala His Thr Gin Ala Thr Leu Leu Leu Gin Glu Lys Tyr Asp Ser 
435 440 445 

Met Val Gin Ser Leu Glu Asp Val Thr Ala Gin Phe Glu Ser Tyr Lys 
450 455 460 

Ala Leu Thr Ala Ser Glu lie Glu Asp Leu Lys Leu Glu Asn Ser Ser 
465 470 475 480 
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Leu Gin Glu Lys Ala Ala Lys Ala Gly Lys Asn Ala Glu Asp Val Gin 
485 490 495 

His Gin lie Leu Ala Thr Glu Ser Ser Asn Gin Glu Tyr Val Arg Met 
500 505 510 

Leu Leu Asp Leu Gin Thr Lys Ser Ala Leu Lys Glu Thr Glu lie Lys 
515 520 525 

Glu lie Thr Val Ser Phe Leu Gin Lys lie Thr Asp Leu Gin Asn Gin 
530 535 540 

Leu Lys Gin Gin Glu Glu Asp Phe Arg Lys Gin Leu Glu Asp Glu Glu 
545 550 555 560 

Gly Arg Lys Ala Glu Lys Glu Asn Thr Thr Ala Glu Leu Thr Glu Glu 
565 570 575 

lie Asn Lys Trp Arg Leu Leu Tyr Glu Glu Leu Tyr Asn Lys Thr Lys 
580 585 590 

Pro Phe Gin Leu Gin Leu Asp Ala Phe Glu Val Glu Lys Gin Ala Leu 
595 600 605 

Leu Asn Glu His Gly Ala Ala Gin Glu Gin Leu Asn Lys lie Arg Asp 
610 615 620 

Ser Tyr Ala Lys Leu Leu Gly His Gin Asn Leu Lys Gin Lys lie Lys 
625 630 635 640 

His Val Val Lys Leu Lys Asp Glu Asn Ser Gin Leu Lys Ser Glu Val 
645 650 655 

Ser Lys Leu Arg Cys Gin Leu Ala Lys Lys Lys Gin Ser Glu Thr Lys 
660 665 670 

Leu Gin Glu Glu Leu Asn Lys Val Leu Gly lie Lys His Phe Asp Pro 
675 680 685 

Ser Lys Ala Phe His His Glu Ser Lys Glu Asn Phe Ala Leu Lys Thr 
690 695 700 

Pro Leu Lys Glu Gly Asn Thr Asn Cys Tyr Arg Ala Pro Met Glu Cys 
705 . 710 715 720 

Gin Glu Ser Trp Lys 
725 



<210> 79 
<211> 725 
<212> PRT 

<213> Homo sapiens 
<400> 79 

Met Ser Phe Pro Lys Ala Pro Leu Lys Arg Phe Asn Asp Pro Ser Gly 
15 10 15 
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Cys Ala Pro Ser Pro Gly Ala Tyr Asp Val Lys Thr Leu Glu Val Leu 
20 25 30 

Lys Gly Pro Val Ser Phe Gin Lys Ser Gin Arg Phe Lys Gin Gin Lys 
35 40 45 

Glu Ser Lys Gin Asn Leu Asn Val Asp Lys Asp Thr Thr Leu Pro Ala 
50 55 60 

Ser Ala Arg Lys Val Lys Ser Ser Glu Ser Lys Lys Glu Ser Gin Lys 
65 70 75 80 

Asn Asp Lys Asp Leu Lys lie Leu Glu Lys Glu lie Arg Val Leu Leu 
85 90 95 

Gin Glu Arg Gly Ala Gin Asp Arg Arg lie Gin Asp Leu Glu Thr Glu 
100 105 110 

Leu Glu Lys Met Glu Ala Arg Leu Asn Ala Ala Leu Arg Glu Lys Thr 
115 120 125 

Ser Leu Ser Ala Asn Asn Ala Thr Leu Glu Lys Gin Leu lie Glu Leu 
130 135 140 

Thr Arg Thr Asn Glu Leu Leu Lys Ser Lys Phe Ser Glu Asn Gly Asn 
145 150 155 160 

Gin Lys Asn Leu Arg lie Leu Ser Leu Glu Leu Met Lys Leu Arg Asn 
165 170 175 

Lys Arg Glu Thr Lys Met Arg Gly Met Met Ala Lys Gin Glu Gly Met 
180 185 190 

Glu Met Lys Leu Gin Val Thr Gin Arg Ser Leu Glu Glu Ser Gin Gly 
195 200 205 

Lys lie Ala Gin Leu Glu Gly Lys Leu Val Ser lie Glu Lys Glu Lys 
210 215 220 

lie Asp Glu Lys Ser Glu Thr Glu Lys Leu Leu Glu Tyr lie Glu Glu 
225 230 235 240 

lie Ser Cys Ala Ser Asp Gin Val Glu Lys Tyr Lys Leu Asp lie Ala 
245 250 255 

Gin Leu Glu Glu Asn Leu Lys Glu Lys Asn Asp Glu lie Leu Ser Leu 
260 265 270 

Lys Gin Ser Leu Glu Glu Asn lie Val lie Leu Ser Lys Gin Val Glu 
275 280 285 

Asp Leu Asn Val Lys Cys Gin Leu Leu Glu Lys Glu Lys Glu Asp His 
290 295 300 



Val Asn Arg Asn Arg Glu His Asn Glu Asn Leu Asn Ala Glu Met Gin 
305 310 315 320 
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Asn Leu Lys Gin Lys Phe lie Leu Glu Gin Gin Glu His Glu Lys Leu 
325 330 335 

Gin Gin Lys Glu Leu Gin lie Asp Ser Leu Leu Gin Gin Glu Lys Glu 
340 345 350 

Leu Ser Ser Ser Leu His Gin Lys Leu Cys Ser Phe Gin Glu Glu Met 
355 360 365 

Val Lys Glu Lys Asn Leu Phe Glu Glu Glu Leu Lys Gin Thr Leu Asp 
370 375, 380 | 

Glu Leu Asp Lys Leu Gin Gin Lys Glu Glu Gin Ala Glu Arg Leu Val 
385 390 395 400 

Lys Gin Leu Glu Glu Glu Ala Lys Ser Arg Ala Glu Glu Leu Lys Leu 
405 410 415 

Leu Glu Glu Lys Leu Lys Gly Lys Glu Ala Glu Leu Glu Lys Ser Ser 
420 425 430 

Ala Ala His Thr Gin Ala Thr Leu Leu Leu Gin Glu Lys Tyr Asp Ser 
435 440 445 

Met Val Gin Ser Leu Glu Asp Val Thr Ala Gin Phe Glu Ser Tyr Lys 
450 455 460 

Ala Leu Thr Ala Ser Glu lie Glu Asp Leu Lys Leu Glu Asn Ser Ser 
465 470 475 480 

Leu Gin Glu Lys Ala Ala Lys Ala Gly Lys Asn Ala Glu Asp Val Gin 
485 490 495 

His Gin lie Leu Ala Thr Glu Ser Ser Asn Gin Glu Tyr Val Arg Met 
500 505 510 

Leu Leu Asp Leu Gin Thr Lys Ser Ala Leu Lys Glu Thr Glu lie Lys 
515 520 525 

Glu lie Thr Val Ser Phe Leu Gin Lys lie Thr Asp Leu Gin Asn Gin 
530 535 540 

Leu Lys Gin Gin Glu Glu Asp Phe Arg Lys Gin Leu Glu Asp Glu Glu 
545 550 555 560 

Gly Arg Lys Ala Glu Lys Glu Asn Thr Thr Ala Glu Leu Thr Glu Glu 
565 570 575 

lie Asn Lys Trp Arg Leu Leu Tyr Glu Glu Leu Tyr Asn Lys Thr Lys 
580 585 590 

Pro Phe Gin Leu Gin Leu Asp Ala Phe Glu Val Glu Lys Gin Ala Leu 
595 600 605 

Leu Asn Glu His Gly Ala Ala Gin Glu Gin Leu Asn Lys lie Arg Asp 
610 615 620 

112 



Ser Tyr Ala Lys Leu Leu Gly His 
625 630 

His Val Val Lys Leu Lys Asp Glu 
64 5 

Ser Lys Leu Arg Cys Gin Leu Ala 
660 

Leu Gin Glu Glu Leu Asn Lys Val 
675 680 

Ser Lys Ala Phe His His Glu Ser 
690 695 



Gin Asn Leu Lys Gin Lys lie Lys 
635 640 

Asn Ser Gin Leu Lys Ser Glu Val 
650 655 

Lys Lys Lys Gin Ser Glu Thr Lys 
665 670 

Leu Gly lie Lys His Phe Asp Pro 
685 

Lys Glu Asn Phe Ala Leu Lys Thr 
700 



Pro Leu Lys Glu Gly Asn Thr Asn Cys Tyr Arg Ala Pro Met Glu Cys 
705 710 715 720 

Gin Glu Ser Trp Lys 
725 



<210> 80 
<211> 724 
<212> PRT 

<213> Homo sapiens 



<400> 80 

Met Ser Phe Pro Lys 
1 5 

Cys Ala Pro Ser Pro 
20 

Lys Gly Pro Val Ser 
35 

Glu Ser Lys Gin Asn 
50 

Ser Ala Arg Lys Val 
65 



Ala Pro Leu Lys Arg Phe 
10 

Gly Ala Tyr Asp Val Lys 

25 

Phe Gin Lys Ser Gin Arg 
40 

Leu Asn Val Asp Lys Asp 
55 

Lys Ser Ser Glu Ser Lys 
70 75 



Asn Asp Pro Ser Gly 
15 

Thr Leu Glu Val Leu 
30 

Phe Lys Gin Gin Lys 
45 

Thr Thr Leu Pro Ala 
60 

Glu Ser Gin Lys Asn 
80 



Asp Lys Asp Leu Lys lie Leu Glu Lys Glu lie Arg Val Leu Leu Gin 
85 90 95 

Glu Arg Gly Ala Gin Asp Ser Arg lie Gin Asp Leu Glu Thr Glu Leu 
100 105 110 

Glu Lys Met Glu Ala Arg Leu Asn Ala Ala Leu Arg Glu Lys Thr Ser 
115 120 125 

Leu Ser Ala Asn Asn Ala Thr Leu Glu Lys Gin Leu lie Glu Leu Thr 
130 135 140 



Arg Thr Asn Glu Leu Leu Lys Ser Lys Phe Ser Glu Asn Gly Asn Gin 
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145 150 155 160 

Lys Asn Leu Arg lie Leu Ser Leu Glu Leu Met Lys Leu Arg Asn Lys 
165 17 0 175 

Arg Glu Thr Lys Met Arg Gly Met Met Ala Lys Gin Glu Gly Met Glu 
180 185 190 

Met Lys Leu Gin Val Thr Gin Arg Ser Leu Glu Glu Ser Gin Gly Lys 
195 200 205 

lie Ala Gin Leu Glu Gly Lys Leu Val Ser lie Glu Lys Glu Lys He 
210 215 220 

Asp Glu Lys Ser Glu Thr Glu Lys Leu Leu Glu Tyr He Glu Glu He 
225 230 235 240 

Ser Cys Ala Ser Asp Gin Val Glu Lys Tyr Lys Leu Asp He Ala Gin 
245 250 255 

Leu Glu Glu Asn Leu Lys Glu Lys Asn Asp Glu He Leu Ser Leu Lys 
260 265 270 

Gin Ser Leu Glu Glu Asn He Val He Leu Ser Lys Gin Val Glu Asp 
275 280 285 

Leu Asn Val Lys Cys Gin Leu Leu Glu Lys Glu Lys Glu Asp His Val 
290 295 300 

Asn Arg Asn Arg Glu His Asn Glu Asn Leu Asn Ala Glu Met Gin Asn 
305 310 315 320 

Leu Lys Gin Lys Phe He Leu Glu Gin Gin Glu Arg Glu Lys Leu Gin 
325 330 335 

Gin Lys Glu Leu Gin He Asp Ser Leu Leu Gin Gin Glu Lys Glu Leu 
340 345 350 

Ser Ser Ser Leu His Gin Lys Leu Cys Ser Phe Gin Glu Glu Met Val 
355 360 365 

Lys Glu Lys Asn Leu Phe Glu Glu Glu Leu Lys Gin Thr Leu Asp Glu 
370 375 380 

Leu Asp Lys Leu Gin Gin Lys Glu Glu Gin Ala Glu Arg Leu Val Lys 
385 390 395 400 

Gin Leu Glu Glu Glu Ala Lys Ser Arg Ala Glu Glu Leu Lys Leu Leu 
405 410 415 

Glu Glu Lys Leu Lys Gly Lys Glu Ala Glu Leu Glu Lys Ser Ser Ala 
420 425 430 

Ala His Thr Gin Ala Thr Leu Leu Leu Gin Glu Lys Tyr Asp Ser Met 
435 440 445 

Val Gin Ser Leu Glu Asp Val Thr Ala Gin Phe Glu Ser Tyr Lys Ala 
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450 455 460 

Leu Thr Ala Ser Glu lie Glu Asp Leu Lys Leu Glu Asn Ser Ser Leu 
465 470 475 480 

Gin Glu Lys Ala Ala Lys Ala Gly Lys Asn Ala Glu Asp Val Gin His 
485 490 495 

Gin lie Leu Ala Thr Glu Ser Ser Asn Gin Glu Tyr Val Arg Met Leu 
500 505 510 

Leu Asp Leu Gin Thr Lys Ser Ala Leu Lys Glu Thr Glu lie Lys Glu 
515 520 525 

lie Thr Val Ser Phe Leu Gin Lys lie Thr Asp Leu Gin Asn Gin Leu 
530 535 540 

Lys Gin Gin Glu Glu Asp Phe Arg Lys Gin Leu Glu Asp Glu Glu Gly 
545 550 555 560 

Arg Lys Ala Glu Lys Glu Asn Thr Thr Ala Glu Leu Thr Glu Glu lie 
565 570 575 

Asn Lys Trp Arg Leu Leu Tyr Glu Glu Leu Tyr Asn Lys Thr Lys Pro 
580 585 590 

Phe Gin Leu Gin Leu Asp Ala Phe Glu Val Glu Lys Gin Ala Leu Leu 
595 600 605 

Asn Glu His Gly Ala Ala Gin Glu Gin Leu Asn Lys lie Arg Asp Ser 
610 615 620 

Tyr Ala Lys Leu Leu Gly His Gin Asn Leu Lys Gin Lys lie Lys His 
625 630 635 640 

Val Val Lys Leu Lys Asp Glu Asn Ser Gin Leu Lys Ser Glu Val Ser 
645 650 655 

Lys Leu Arg Cys Gin Leu Ala Lys Lys Lys Gin Ser Glu Thr Lys Leu 
660 665 670 

Gin Glu Glu Leu Asn Lys Val Leu Gly lie Lys His Phe Asp Pro Ser 
675 680 685 

Lys Ala Phe His His Glu Ser Lys Glu Asn Phe Ala Leu Lys Thr Pro 
690 695 700 

Leu Lys Glu Gly Asn Thr Asn Cys Tyr Arg Ala Pro Met Glu Cys Gin 
705 710 715 720 

Glu Ser Trp Lys 



<210> 81 
<211> 713 
<212> PRT 
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<213> Rattus norvegicus 
<400> 81 

Met Ser Phe Pro Lys Ala Pro Leu Lys Arg Phe Asn Asp Pro Ser Gly 
15 10 15 

Cys Ala Pro Ser Pro Gly Ala Tyr Asp Val Lys Thr Ser Glu Ser Thr 
20 25 30 

Lys Gly Pro Val Ser Phe Gin Lys Ser Gin Arg Phe Lys Asn Gin Arg 
35 40 45 

Glu Ser Gin Gin Asn Leu Asn lie Asp Lys Asp Thr Thr Leu Leu Ala 
50 55 60 

Ser Ala Lys Lys Ala Lys Thr Leu Val Ser Lys Lys Glu Ser Gin Lys 
65 70 75 80 

Asn Asp Lys Asp Val Lys Arg Leu Glu Lys Glu lie His Val Leu Leu 
85 90 95 

Gin Glu Arg Gly Thr Gin Asp Lys Arg lie Gin Asp Met Glu Ser Glu 
100 105 110 

Leu Glu Asn Thr Glu Ala Asn Leu Asn Ala Pro Val Thr Glu Lys Pro 
115 120 125 

Ser Leu Ser Ala Asn Asn Ala Ser Leu Glu Lys Arg Leu Thr Glu Leu 
130 135 140 

Thr Arg Ala Asn Glu Leu Leu Lys Ser Lys Phe Ser Glu Asp Ala His 
145 150 155 160 

Gin Lys Asn Met Arg Thr Leu Ser Leu Glu Leu Met Lys Leu Arg Asn 
165 170 175 

Lys Arg Glu Thr Lys Met Arg Ser Met Met Ala Lys Gin Glu Gly Met 
180 185 190 

Glu Leu Lys Leu Gin Ala Thr Gin Lys Asp Leu lie Glu Ser Lys Gly 
195 200 205 

Lys lie Val Gin Leu Glu Gly Lys Leu Val Ser lie Glu Lys Glu Lys 
210 215 220 

lie Asp Glu Lys Ser Glu Thr Glu Lys Leu Leu Glu Tyr lie Glu Glu 
225 230 235 240 

lie Ser Cys Ala Ser Asp Gin Val Glu Lys Tyr Lys Leu Asp lie Ala 
245 250 255 

Gin Leu Glu Glu Asp Leu Lys Glu Lys Asp Arg Glu lie Leu Cys Leu 
260 265 270 

Lys Gin Ser Leu Glu Glu Lys Val Ser Phe Ser Lys Gin lie Glu Asp 
275 280 285 
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Leu Thr Val Lys Cys Gin Leu Leu Glu Ala Glu Arg Asp Asp Leu Val 
290 295 300 

Ser Lys Asp Arg Glu Arg Ala Glu Ser Leu Ser Ala Glu Met Gin Val 
305 310 315 320 

Leu Thr Glu Lys Leu Leu Leu Glu Arg Gin Glu Tyr Glu Lys Leu Gin 
325 330 335 

Gin Asn Glu Leu Gin Ser Gin Ser Leu Leu Gin Gin Glu Lys Glu Leu 
340 345 350 

Ser Ala His Leu Gin Gin Gin Leu Cys Ser Phe Gin Glu Glu Met Thr 
355 360 365 

Ser Glu Arg Asn Val Phe Lys Glu Gin Leu Lys Leu Ala Leu Asp Glu 
370 375 380 

Leu Asp Ala Val Gin Gin Lys Lys Glu Gin Ser Glu Lys Leu Val Lys 
385 390 395 400 

Gin Leu Glu Glu Glu Thr Lys Ser Thr Ala Glu Gin Leu Arg Arg Leu 
405 410 415 

Asp Asp Leu Leu Arg Glu Lys Glu lie Glu Leu Glu Lys Arg Thr Ala 
420 425 430 

Ala His Ala Gin Ala Thr Val lie Ala Gin Glu Lys Tyr Ser Asp Thr 
435 440 445 

Ala Gin Thr Leu Arg Asp Val Thr Ala Gin Leu Glu Ser Tyr Lys Ser 
450 455 460 

Ser Thr Leu Lys Glu lie Glu Asp Leu Lys Leu Glu Asn Leu Thr Leu 
465 470 475 480 

Gin Glu Lys Val Ala Met Ala Glu Lys Arg Val Glu Asp Val Gin Gin 
485 490 495 

Gin lie Leu Thr Ala Glu Ser Thr Asn Gin Glu Tyr Ala Lys Val Val 
500 505 510 

Gin Asp Leu Gin Asn Ser Ser Thr Leu Lys Glu Ala Glu lie Lys Glu 
515 520 525 

lie Thr Ser Ser Tyr Leu Glu Lys lie Thr Asp Leu Gin Asn Gin Leu 
530 535 540 

Arg Gin Gin Asn Glu Asp Phe Arg Lys Gin Leu Glu Glu Glu Gly Ala 
545 550 555 560 

Lys Met Thr Glu Lys Glu Thr Ala Val Thr Glu Leu Thr Met Glu lie 
565 570 575 

Asn Lys Trp Arg Leu Leu Tyr Glu Glu Leu Phe Asp Lys Thr Lys Pro 
580 585 590 
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Phe Gin Gin Gin Leu Asp Ala Phe Glu Ala Glu Lys Gin Ala Leu Leu 
595 600 605 

Asn Glu His Gly Ala Thr Gin Glu Gin Leu Ser Lys lie Arg Asp Ser 
610 615 620 

Tyr Ala Gin Leu Leu Gly His Gin Asn Leu Lys Gin Lys lie Lys His 
625 630 635 640 

Val Val Lys Leu Lys Asp Glu Asn Ser Gin Leu Lys Ser Glu Val Ser 
645 650 655 

Lys Leu Arg Ser Gin Leu Ala Lys Arg Lys Gin Asn Glu Leu Arg Leu 
660 665 670 

Gin Gly Glu Leu Asp Lys Ala Leu Gly lie Arg His Phe Asp Pro Ser 
675 680 685 

Lys Ala Phe Cys His Glu Ser Lys Glu Asn Val Thr Leu Lys Thr Pro 
690 695 700 

Leu Lys Glu Gly Asn Pro Asn Cys Cys 
705 710 



<210> 82 

<211> 405 

<212> PRT 

<213> Homo sapiens 

<400> 82 

Met Asp Ser Leu Val Thr Ala Asn Thr Lys Phe Cys Phe Asp Leu Phe 
15 10 15 

Gin Glu lie Gly Lys Asp Asp Arg His Lys Asn lie Phe Phe Ser Pro 
20 25 30 

Leu Ser Leu Ser Ala Ala Leu Gly Met Val Arg Leu Gly Ala Arg Ser 
35 40 45 

Asp Ser Ala His Gin lie Asp Glu Val Leu His Phe Asn Glu Phe Ser 
50 55 60 

Gin Asn Glu Ser Lys Glu Pro Asp Pro Cys Leu Lys Ser Asn Lys Gin 
65 70 75 80 

Lys Ala Gly Ser Leu Asn Asn Glu Ser Gly Leu Val Ser Cys Tyr Phe 
85 90 95 

Gly Gin Leu Leu Ser Lys Leu Asp Arg lie Lys Thr Asp Tyr Thr Leu 
100 105 110 

Ser lie Ala Asn Arg Leu Tyr Gly Glu Gin Glu Phe Pro lie Cys Gin 
115 120 125 

Glu Tyr Leu Asp Gly Val lie Gin Phe Tyr His Thr Thr lie Glu Ser 
130 135 ( 140 



118 



Val Asp Phe Gin Lys Asn Pro Glu Lys Ser Arg Gin Glu lie Asn Phe 
145 150 155 160 



Trp Val Glu Cys Gin Ser Gin Gly Lys lie Lys Glu Leu Phe Ser Lys 
165 170 175 

Asp Ala lie Asn Ala Glu Thr Val Leu Val Leu Val Asn Ala Val Tyr 
180 185 190 

Phe Lys Ala Lys Trp Glu Thr Tyr Phe Asp His Glu Asn Thr Val Asp 
195 200 205 

Ala Pro Phe Cys Leu Asn Ala Asn Glu Asn Lys Ser Val Lys Met Met 
210 215 220 

Thr Gin Lys Gly Leu Tyr Arg lie Gly Phe lie Glu Glu Val Lys Ala 
225 230 235 240 

Gin lie Leu Glu Met Arg Tyr Thr Lys Gly Lys Leu Ser Met Phe Val 
245 250 255 

Leu Leu Pro Ser His Ser Lys Asp Asn Leu Lys Gly Leu Glu Glu Leu 
260 265 270 

Glu Arg Lys lie Thr Tyr Glu Lys Met Val Ala Trp Ser Ser Ser Glu 
275 280 285 

Asn Met Ser Glu Glu Ser Val Val Leu Ser Phe Pro Arg Phe Thr Leu 
290 295 300 

Glu Asp Ser Tyr Asp Leu Asn Ser lie Leu Gin Asp Met Gly lie Thr 
305 310 315 320 

Asp lie Phe Asp Glu Thr Arg Ala Asp Leu Thr Gly lie Ser Pro Ser 
325 330 335 

Pro Asn Leu Tyr Leu Ser Lys lie lie His Lys Thr Phe Val Glu Val 
340 345 350 

Asp Glu Asn Gly Thr Gin Ala Ala Ala Ala Thr Gly Ala Val Val Ser 
355 360 365 

Glu Arg Ser Leu Arg Ser Trp Val Glu Phe Asn Ala Asn His Pro Phe 
370 375 380 

Leu Phe Phe lie Arg His Asn Lys Thr Gin Thr lie Leu Phe Tyr Gly 
385 390 395 400 

Arg Val Cys Ser Pro 
405 



<210> 83 
<211> 423 
<212> PRT 

<213> Mus musculus 
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<400> 83 

Met Asp Ser Leu Thr Ala Ala Asn Asn Lys Phe Cys Phe Asp Phe Phe 
1 5 10 15 

Arg Glu lie Ser Lys Asp Asp Ala His Lys Asn lie Phe Val Cys Pro 
20 25 30 

Leu Ser Leu Ser Ala Ala Phe Gly Met Val Arg Leu Gly Ala Arg Gly 
35 40 45 

Asp Ser Ala His Gin lie Asp Glu Ala Leu His Phe Asn Glu Leu Ser 
50 55 60 

Lys Asp Glu His Lys Glu Pro Asn Asp Pro Ser Pro Gin Ser Glu Ser 
65 70 75 80 

Lys Ala Ser Asp Ser Ser Leu Glu Gly Gin Lys Gin Thr Ser Ala Ser 
85 90 95 

Gin Asp Gin Gin Gly Glu Ser Thr Asn Asp His Gin Leu Leu Gly Cys 
100 105 110 

His Phe Gly Lys Leu Leu Ser Arg lie Asp Arg Asp Lys Ser Tyr Tyr 
115 120 125 

Thr Leu Ser Met Ala Asn Arg Leu Tyr Gly Glu Gin Glu Phe Pro He 
130 135 140 

Cys Ser Glu Tyr Ser Asp Asp Val Thr Glu Phe Phe His Thr Thr Val 
145 150 155 160 

Glu Ser Val Asp Phe Gin Lys Asp Ser Glu Lys Ser Arg Gin Glu He 
165 170 175 

Asn Phe Trp Val Glu Ser Gin Ser Gin Gly Lys He Lys Glu Leu Phe 
180 185 190 

Gly Lys Glu Ala He Asp Asn Ser Thr Val Leu Val Leu Val Asn Ala 
195 200 205 

Val Tyr Phe Lys Ala Lys Trp Glu Arg Glu Phe Asn Ser Glu Asn Thr 
210 215 220 

Val Asp Ala Ser Phe Cys Leu Asn Glu Asn Glu Lys Lys Thr Val Lys 
225 230 235 240 

Met Met Asn Gin Lys Gly Lys Phe Arg He Gly Phe He Asp Glu Leu 
245 250 255 

Gin Ala Gin He Leu Glu Met Lys Tyr Ala Met Gly Lys Leu Ser Met 
260 265 270 

Leu Val Leu Leu Pro Ser Cys Ser Glu Asp Asn Val Asn Ser Leu Gin 
275 280 285 

Glu Leu Glu Lys Lys He Asn His Glu Lys Leu Leu Ala Trp Ser Ser 

120 



290 



295 



300 



Ser Glu Asn Leu 
305 

Asn Leu Glu Asp 



lie Lys Asp Val 
340 

Lys Ser Pro Asn 
355 

Glu Val Asp Glu 
370 

Ala Ala Glu Lys 
385 

Pro Phe Leu Phe 



Cys Gly Arg Val 
420 



Ser Glu Lys Pro 
310 

Ser Tyr Asp Leu 
325 

Phe Asp Glu Thr 



Leu Tyr Leu Ser 
360 

Met Gly Thr Gin 
375 

Ala Leu Pro Ser 
390 

Phe lie Arg His 
405 

Tyr Cys Pro 



Val Ala lie Ser 
315 

Lys Ser lie Leu 
330 

Lys Ala Asp Leu 
345 

Lys lie Val His 



Ala Ala Ala Ala 
380 

Trp Val Glu Phe 
395 

Asn Pro Thr Gin 
410 



Phe Pro Gin Phe 
320 

Gin Asp Met Gly 
335 

Thr Gly lie Ser 
350 

Lys Thr Phe Val 

365 

Ser Gly Val Val 



Asn Ala Asn His 
400 

Ser Leu Leu Phe 
415 



<210> 84 
<211> 378 
<212> PRT 
<213> Bos taurus 

<400> 84 

Met Asp Ala Leu Ser Glu Ala Asn Gly Thr Phe Ala Leu Thr Leu Leu 
15 10 15 

Lys Lys Leu Gly Glu Gly Asn Ser Lys Asn Val Phe lie Ser Pro Leu 
20 25 30 

Ser lie Ser Ser Ala Leu Ala Met Val Leu Leu Gly Ala Lys Gly Asn 
,35 40 45 

Thr Ala Ala Gin Met Cys Gin Thr Leu Ser Leu Asn Lys Ser Ser Gly 
50 55 60 

Gly Gly Glu Asp Val His Gin Gly Phe Gin Asn Leu Leu Ser Glu Val 
65 70 75 80 

Asn Arg Arg Asp Thr Gin Tyr Leu Leu Arg Thr Ala Asn Arg Leu Phe 
85 90 95 

Gly Glu Lys Thr Tyr Asp Phe Leu Ser Ser Phe Lys Asp Ser Cys His 
100 105 110 

Lys Phe Tyr Gin Ala Glu Met Glu Glu Leu Asp Phe Val Ser Ala Thr 
115 120 125 
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Glu Gin Ser Arg Lys 
130 

Gly Lys lie Arg Asp 
145 

Arg Leu Val Leu Val 
165 

Gin Phe Asn Lys Glu 
180 

Asn Val Glu Lys Pro 
195 

lie Thr Tyr lie Gly 
210 

Val Gly Gin Glu Leu 

225 

Asp Leu Asn Thr Val 

245 

Trp Thr Lys Pro Asp 
260 

Pro Arg Phe Thr Leu 
275 

Glu Leu Gly Met Thr 
290 

Gly Met Ser Ser Gly 
305 

Ser Phe Val Glu Val 
325 

Gly Ala Val Val Met 
340 

Ala Asn His Pro Phe 
355 

lie Leu Phe Cys Gly 
370 



His lie Asn Thr Trp Val 
135 

Leu Leu Pro Ala Asn Ser 

150 155 

Asn Ala lie Tyr Phe Lys 
170 

His Thr Glu Glu Arg Pro 
185 

Val Gin Met Met Phe Lys 
200 

Glu He Ser Thr Gin He 
215 

Asn Met Val He Leu Leu 
230 235 

Glu Lys Ala Leu Thr Tyr 

250 

Val Met Asp Glu Glu Glu 
265 

Glu Glu Ser Tyr Asp Met 
280 

Asp Ala Phe Glu Glu Thr 
295 

Arg Gly Leu His Leu Ser 
310 315 

Thr Glu Glu Gly Thr Glu 
330 

Met Arg Cys Leu Met Val 
345 

Leu Phe Phe He Gin His 
360 

Arg Phe Cys Ser Pro 
375 



Ala Glu Lys Thr Glu 
140 

Val Asn Pro Met Thr 
160 

Gly Asn Trp Asp Thr 
175 

Phe Arg Val Ser Lys 
190 

Lys Ser Thr Cys Lys 
205 

Leu Val Leu Pro Tyr 

220 

Pro Ser Glu Ser Thr 
240 

Glu Lys Phe lie Ala 
255 

Val Glu Val Phe Leu 
270 

Glu Glu Phe Leu Gin 
285 

Arg Ala Asp Phe Ser 
300 

Lys Val Met His Lys 
320 

Ala Ala Ala Ala Thr 
335 

Val Pro Arg Phe Asn 
350 

Ser Lys Thr Gly Ala 

365 



<210> 85 
<211> 379 
<212> PRT 

<213> Mus musculus 
<400> 85 

Met Glu Gin Leu Ser Ser Ala Asn Thr Leu Phe Ala Leu Glu Leu Phe 
15 10 15 
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Gin Thr Leu Asn Glu Ser Ser Pro Thr Gly Asn lie Phe Phe Ser Pro 
20 25 30 



Phe Ser lie Ser Ser Ala Leu Ala Met Val lie Leu Gly Ala Lys Gly 
35 40 45 

Ser Thr Ala Ala Gin Leu Ser Lys Thr Phe His Phe Asp Ser Val Glu 
50 55 60 

Asp lie His Ser Arg Phe Gin Ser Leu Asn Ala Glu Val Ser Lys Arg 
65 70 75 80 

Gly Ala Ser His Thr Leu Lys Leu Ala Asn Arg Leu Tyr Gly Glu Lys 
85 90 95 

Thr Tyr Asn Phe Leu Pro Glu Tyr Leu Ala Ser Thr Gin Lys Met Tyr 
100 105 110 

Gly Ala Asp Leu Ala Pro Val Asp Phe Leu His Ala Ser Glu Asp Ala 
115 120 125 

Arg Lys Glu lie Asn Gin Trp Val Lys Gly Gin Thr Glu Gly Lys lie 
130 135 140 

Pro Glu Leu Leu Ser Val Gly Val Val Asp Ser Met Thr Lys Leu Val 
145 150 155 160 

Leu Val Asn Ala lie Tyr Phe Lys Gly Met Trp Glu Glu Lys Phe Met 
165 170 175 

Thr Glu Asp Thr Thr Asp Ala Pro Phe Arg Leu Ser Lys Lys Asp Thr 
180 185 190 

Lys Thr Val Lys Met Met Tyr Gin Lys Lys Lys Phe Pro Phe Gly Tyr 
195 200 205 

lie Ser Asp Leu Lys Cys Lys Val Leu Glu. Met Pro Tyr Gin Gly Gly 
210 215 220 

Glu Leu Ser Met Val lie Leu Leu Pro Lys Asp lie Glu Asp Glu Ser 
225 230 235 240 

i 

Thr Gly Leu Lys Lys lie Glu Lys Gin lie Thr Leu Glu Lys Leu Leu 
245 250 255 

Glu Trp Thr Lys Arg Glu Asn Leu Glu Phe lie Asp Val His Val Lys 
260 265 270 

Leu Pro Arg Phe Lys lie Glu Glu Ser Tyr Thr Leu Asn Ser Asn Leu 
275 280 285 

Gly Arg Leu Gly Val Gin Asp Leu Phe Ser Ser Ser Lys Ala Asp Leu 
290 295 300 

Ser Gly Met Ser Gly Ser Arg Asp Leu Phe lie Ser Lys lie Val His 
305 310 315 320 

123 



Lys Ser Phe Val 



Thr Gly Gly lie 
340 

Thr Val Asp His 
355 

Asn Val Leu Phe 
370 



Glu Val Asn Glu 
325 

Ala Thr Phe Cys 



Pro Phe lie Phe 
360 

Leu Gly Arg Val 
375 



Glu Gly Thr Glu 

330 

Met Leu Leu Pro 
345 

Phe lie Arg His 
Cys Ser Pro 



Ala Ala Ala Ala 
335 

Glu Glu Glu Phe 
350 

Asn Pro Thr Ser 
365 



<210> 86 
<211> 379 
<212> PRT 

<213> Mus musculus 
<220> 

<221> VARIANT 
<222> (204) 

<223> Wherein Xaa is any amino acid as defined in the 
specification . 

<400> 86 

Met Glu Gin Leu Ser Ser Ala Asn Thr Leu Phe Ala Leu Glu Leu Phe 
15 10 15 

Gin Thr Leu Asn Glu Ser Ser Pro Thr Gly Asn lie Phe Phe Ser Pro 
20 25 30 

Phe Ser lie Ser Ser Ala Leu Ala Met Val lie Leu Gly Ala Lys Gly 
35 40 45 

Ser Thr Ala Ala Gin Leu Ser Lys Thr Phe His Phe Asp Ser Val Glu 
50 55 60 

Asp lie His Ser Arg Phe Gin Ser Gin Asn Ala Glu Val Ser Lys Arg 
65 70 75 80 

Gly Ala Ser His Thr Leu Lys Leu Ala Asn Arg Leu Tyr Gly Glu Lys 
85 90 95 

Thr Tyr Asn Phe Leu Pro Glu Tyr Leu Ala Ser Thr Gin Lys Met Tyr 
100 105 110 

Gly Ala Asp Leu Ala Pro Val Asp Phe Leu His Ala Ser Glu Asp Ala 
115 120 125 

Arg Lys Glu lie Asn Gin Trp Val Lys Gly Gin Thr Glu Gly Lys lie 
130 135 140 

Pro Glu Leu Leu Ser Val Gly Val Val Asp Ser Met Thr Lys Leu Val 
145 150 155 160 



Leu Val Asn Ala lie Tyr Phe Lys Gly Met Trp Glu Glu Lys Phe Met 

124 



165 



170 



175 



Thr Glu Asp Thr Thr Asp Ala Pro Phe Arg Leu Ser Lys Lys Asp Thr 
180 185 190 

Arg Thr Val Lys Met Met Tyr Gin Lys Lys Lys Xaa Pro Phe Gly Tyr 
195 200 205 

lie Ser Asp Leu Lys Cys Lys Val Leu Glu Met Pro Tyr Gin Gly Gly 
210 215 220 

Glu Leu Ser Met Val lie Leu Leu Pro Lys Asp lie Glu Asp Glu Ser 
225 230 235 240 

Thr Gly Leu Lys Lys lie Glu Lys Gin lie Thr Leu Glu Lys Leu Leu 
245 250 255 

Glu Trp Thr Lys Arg Glu Asn Leu Glu Phe lie Asp Val His Val Lys 
260 265 270 

Leu Pro Arg Phe Lys lie Glu Glu Ser Tyr Thr Leu Asn Ser Asn Leu 
275 280 285 

Gly Arg Leu Gly Val Gin Asp Leu Phe Ser Ser Ser Lys Ala Asp Leu 
290 295 300 

Ser Gly Met Ser Gly Ser Arg Asp Leu Phe lie Ser Lys lie Val His 
305 310 315 320 

Lys Ser Phe Val Glu Val Asn Glu Glu Gly Thr Glu Ala Ala Ala Ala 
325 330 335 

Thr Gly Gly lie Ala Thr Phe Cys Met Leu Leu Pro Glu Glu Glu Phe 
340 345 350 

Thr Val Asp His Pro Phe lie Phe Phe lie Arg His Asn Pro Thr Ser 
355 360 365 

Asn Val Leu Phe Leu Gly Arg Val Cys Ser Pro 
370 375 



<210> 87 
<211> 371 
<212> PRT 

<213> Homo sapiens 
<400> 87 

Lys Leu Ala Ser Ala Asn Ala Asp Phe Ala Phe Ser Leu Tyr Lys Glu 
1 ' 5 10 15 

Leu Val Glu Gin Asn Pro Asp Lys Asn lie Phe Phe Ser Pro Val Ser 
20 25 30 

lie Ser Ser Ala Leu Ala Met Leu Ser Leu Gly Ala Lys Gly Asn Thr 
35 40 45 
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Ala Thr Gin lie Leu Glu Val Leu Gly Phe Asn Leu Thr Glu Thr Ser 
50 55 60 

Glu Ala Glu lie His Gin Gly Phe Gin His Leu Leu Gin Glu Leu Asn 
65 70 75 80 

Arg Pro Asp Thr Gly Leu Gin Leu Thr Thr Gly Asn Ala Leu Phe Val 
85 90 95 

Asp Lys Ser Leu Lys Leu Leu Asp Glu Phe Leu Glu Asp Ser Lys Arg 
100 105 110 

Leu Tyr Gin Ser Glu Val Phe Ser Val Asp Phe Ser Asp Pro Glu Glu 
115 120 125 

Ala Lys Lys Gin lie Asn Asp Trp Val Glu Lys Lys Thr Gin Gly Lys 
130 ' 135 140 

lie Lys Asp Leu Leu Lys Asp Leu Asp Ser Asp Thr Val Leu Val Leu 
145 150 155 160 

Val Asn Tyr lie Tyr Phe Lys Gly Lys Trp Lys Lys Pro Phe Asp Pro 
165 170 175 

Glu Leu Thr Glu Glu Glu Asp Phe His Val Asp Lys Lys Thr Thr Val 
180 185 190 

Lys Val Pro Met Met Asn Gin Leu Gly Thr Phe Tyr Tyr Phe Arg Asp 
195 200 205 

Glu Glu Leu Asn Cys Lys Val Leu Glu Leu Pro Tyr Lys Gly Asn Ala 
210 215 220 

Thr Ser Met Leu Phe lie Leu Pro Asp Glu Val Gly Lys Leu Glu Gin 
225 230 235 240 

Val Glu Ala Ala Leu Ser Pro Glu Thr Leu Arg Lys Trp Leu Glu Asn 
245 250 255 

Met Glu Pro Arg Glu Val Glu Leu Tyr Leu Pro Lys Phe Ser lie Glu 
260 265 270 

Gly Thr Tyr Asp Leu Lys Asp Val Leu Ala Lys Leu Gly lie Thr Asp 
275 280 285 

Leu Phe Ser Asn Gin Ala Asp Leu Ser Gly lie Ser Glu Asp Glu Asp 
290 295 300 

Leu Lys Val Ser Lys Ala Val His Lys Ala Val Leu Glu Val Asp Glu 
305 310 315 320 

Glu Gly Thr Glu Ala Ala Ala Ala Thr Gly Ala lie lie Val Pro Arg 
325 330 335 

Ser Leu Pro Pro Glu Leu Glu Phe Thr Ala Asp Arg Pro Phe Leu Phe 
340 345 350 
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Leu lie Tyr Asp Asp Pro Thr Gly Ser lie Leu Phe Met Gly Lys Val 
355 360 365 



Val Asn Pro 
3 70 



<210> 88 
<211> 360 
<212> PRT 

<213> Homo sapiens 



<400> 88 
Phe Asp Leu Tyr 
1 

Phe Phe Ser Pro 
20 

Gly Ala Lys Gly 
35 

Asn Leu Thr Glu 
50 



Lys Glu Leu Ala 
5 

Val Ser lie Ser 

Ser Thr Ala Thr 
40 

Thr Ser Glu Ala 
55 



Lys Glu Ser Pro 
10 

Ser Ala Leu Ala 
25 

Gin lie Leu Glu 



Asp lie His Gin 
60 



Asp Lys Asn lie 
15 

Met Leu Ser Leu 
30 

Val Leu Gly Phe 
45 

Gly Phe Gin His 



Leu Leu His Leu Leu Asn Arg Pro Asp Asn Lys Leu Gin Leu Lys Thr 

65 70 .75 80 

Ala Asn Ala Leu Phe Val Asp Lys Ser Leu Lys Leu Leu Asp Ser Phe 

85 90 95 



Leu Glu Asp Val 
100 

Phe Ser Asp Pro 
115 

Lys Lys Lys Thr 
130 

Pro Asp Thr Arg 
145 

Trp Lys Thr Pro 



Val Asp Glu Thr 
180 

Arg Thr Phe Arg 
195 

Glu Leu Pro Tyr 
210 

Glu Gly Gly Leu 

225 



Lys Lys Leu Tyr 



Ala Glu Glu Ala 

120 

Gin Gly Lys lie 
135 

Leu Val Leu Val 
150 

Phe Asp Pro Glu 
165 

Thr Thr Val Lys 



Tyr Gly Arg Asp 
200 

Lys Gly Asn Ala 
215 

Glu Thr Val Glu 

230 



Gly Ala Glu Val 
105 

Lys Lys Gin lie 



Lys Asp Leu Leu 
140 

Asn Ala lie Tyr 
155 

Asn Thr Arg Glu 
170 

Val Pro Met Met 
185 

Glu Glu Leu Asn 



Ser Met Leu lie 
220 

Lys Ala Leu Thr 

235 

127 



Gin Ser Val Asp 
110 

Asn Asp Trp Val 

125 

Ser Asp Leu Asp 



Phe Lys Gly Lys 
160 

Glu Asp Phe Tyr 
175 

Ser Gin Thr Gly 
190 

Cys Gin Val Leu 
205 

lie Leu Pro Asp 



Pro Glu Thr Leu 
240 



Lys Lys Trp Thr 



Pro Lys Phe Lys 
260 

Lys Leu Gly lie 

275 

lie Ser Glu Asp 
290 

Phe Leu Glu Val 
305 

Val He He Val 



Arg Pro Phe Leu 
340 

Phe Met Gly Lys 
355 



Lys Ser Leu Thr 
245 

Leu Glu He Ser 



Thr Asp Leu Phe 
280 

Lys Asp Leu Lys 

.2 95 

Asn Glu Glu Gly 
310 

Pro Arg Ser Leu 
325 

Phe Leu He Arg 



Val Val Asn Pro 
360 



Lys Arg Ser Val 
250 

Tyr Asp Leu Lys 
265 

Ser Asn Lys Ala 



Val Ser Lys Val 
300 

Thr Glu Ala Ala 
315 

Pro Pro Pro Glu 
330 

Asp Asn Pro Thr 
345 



Glu Leu Tyr Leu 
255 

Asp Val Leu Glu 
270 

Asp Leu Ser Gly 
285 

Val His Lys Ala 



Ala Ala Thr Gly 
320 

Phe Lys Ala Asn 
335 

Gly Ser He Leu 
350 



<210> 89 
<211> 467 
<212> PRT 

<213> Homo sapiens 
<400> 89 

Met Arg Thr Ala Pro Ser Leu Arg Arg Cys Val Cys Leu Leu Leu Ala 
15 10 15 

Ala He Leu Asp Leu Ala Arg Gly Tyr Leu Thr Val Asn He Glu Pro 
20 25 30 

Leu Pro Pro Val Val Ala Gly Asp Ala Val Thr Leu Lys Cys Asn Phe 
35 40 45 

Lys Thr Asp Gly Arg Met Arg Glu He Val Trp Tyr Arg Val Thr Asp 
50 55 60 

Gly Gly Thr He Lys Gin Lys He Phe Thr Phe Asp Ala Met Phe Ser 
65 70 75 80 

Thr Asn Tyr Ser His Met Glu Asn Tyr Arg Lys Arg Glu Asp Leu Val 
85 90 95 

Tyr Gin Ser Thr Val Arg Leu Pro Glu Val Arg He Ser Asp Asn Gly 
100 105 110 

Pro Tyr Glu Cys His Val Gly He Tyr Asp Arg Ala Thr Arg Glu Lys 
115 120 125 



Val Val Leu Ala Ser Gly Asn He Phe Leu Asn Val Met Ala Pro Pro 

128 



130 135 140 

Thr Ser lie Glu Val Val Ala Ala Asp Thr Pro Ala Pro Phe Ser Arg 
145 150 155 160 

Tyr Gin Ala Gin Asn Phe Thr Leu Val Cys He Val Ser Gly Gly Lys 
165 170 175 

Pro Ala Pro Met Val Tyr Phe Lys Arg Asp Gly Glu Pro He Asp Ala 
180 185 190 

Val Pro Leu Ser Glu Pro Pro Ala Ala Ser Ser Gly Pro Leu Gin Asp 
195 200 205 

Ser Arg Pro Phe Arg Ser Leu Leu His Arg Asp Leu Asp Asp Thr Lys 
210 215 220 

Met Gin Lys Ser Leu Ser Leu Leu Asp Ala Glu Asn Arg Gly Gly Arg 
225 230 235 240 

Pro Tyr Thr Glu Arg Pro Ser Arg Gly Leu Thr Pro Asp Pro Asn lie 
245 250 255 

Leu Leu Gin Pro Thr Thr Glu Asn He Pro Glu Thr Val Val Ser Arg 
260 265 270 

Glu Phe Pro Arg Trp Val His Ser Ala Glu Pro Thr Tyr Phe Leu Arg 
275 280 285 

His Ser Arg Thr Pro Ser Ser Asp Gly Thr Val Glu Val Arg Ala Leu 
290 295 - 300 

Leu Thr Trp Thr Leu Asn Pro Gin He Asp Asn Glu Ala Leu Phe Ser 
305 310 315 320 

Cys Glu Val Lys His Pro Ala Leu Ser Met Pro Met Gin Ala Glu Val 
325 330 335 

Thr Leu Val Ala Pro Lys Gly Pro Lys He Val Met Thr Pro Ser Arg 
340 345 350 

Ala Arg Val Gly Asp Thr Val Arg lie Leu Val His Gly Phe Gin Asn 
355 360 365 

Glu Val Phe Pro Glu Pro Met Phe Thr. Trp Thr Arg Val Gly Ser Arg 
370 375 380 

Leu Leu Asp Gly Ser Ala Glu Phe Asp Gly Lys Glu Leu Val Leu Glu 
385 390 395 400 

Arg Val Pro Ala Glu Leu Asn Gly Ser Met Tyr Arg Cys Thr Ala Gin 
405 410 415 

Asn Pro Leu Gly Ser Thr Asp Thr His Thr Arg Leu He Val Phe Glu 
420 425 430 



Asn Pro Asn He Pro Arg Gly Thr Glu Asp Ser Asn Gly Ser lie Gly 

129 



435 



440 



445 



Pro Thr Gly Ala Arg Leu Thr Leu Val Leu Ala Leu Thr Val lie Leu 
450 455 460 

Glu Leu Thr 
465 



<210> 90 
<211> 404 
<212> PRT 

<213> Macaca fascicularis 
<400> 90 

Met Arg Ala Ala Pro Ser Leu Arg Arg Cys Val Cys Leu Leu Leu Ala 
15 10 15 

Ala lie Leu Asp Leu Ala Cys Gly Tyr Leu Thr Val Asn lie Glu Pro 
20 25 30 

Leu Pro Pro Val Val Ala Gly Asp Ala Val Thr Leu Lys Cys Asn Phe 
35 40 45 

Lys Thr Asp Gly Arg Met Arg Glu lie Val Trp Tyr Arg Val Thr Asp 
50 55 60 

Gly Gly Thr lie Lys Gin Lys lie Phe Thr Phe Asp Ala Met Phe Ser 
65 70 75 80 

Thr Asn Tyr Ser His Met Glu Asn Tyr Arg Lys Arg Glu Asp Leu Val 
85 90 95 

Tyr Gin Ser Thr- Val Arg Leu Pro Glu Val Arg lie Ser Asp Asn Gly 
100 105 110 

Pro Tyr Glu Cys His Val Gly lie Tyr Asp Arg Ala Thr Arg Glu Lys 
115 120 125 

Val Val Leu Ala Ser Gly Asn lie Phe Leu Asn Val Met Ala Pro Pro 
130 135 140 

Thr Ser lie Glu Val Val Ala Ala Asp Thr Pro Ala Pro Phe Ser Arg 
145 150 155 160 

Tyr Gin Ala Gin Asn Phe Thr Leu Val Cys lie Val Ser Gly Gly Lys 
165 170 175 

Pro Ala Pro Met Val Tyr Phe Lys Arg Asp Gly Glu Pro lie Asp Ala 
180 185 190 

Val Pro Leu Ser Glu Pro Pro Ala Ala Ser Ser Gly Pro Leu Gin Asp 
195 200 205 

Ser Arg Pro Phe Arg Ser Leu Leu His Arg Asp Leu Asp Asp Thr Lys 
210 215 220 



130 



Met Gin Lys Ser Leu Ser Leu Leu Asp Ala Glu Asn Arg Gly Gly Arg 
225 230 235 240 



Pro Tyr Thr Glu 



Leu Leu Gin Pro 
260 

Glu Phe Pro Arg 
275 

His Ser Arg Thr 
290 

Leu Thr Trp Thr 
305 

Cys Glu Val Lys 



Thr Leu Val Ala 
340 

Ala Arg Val Gly 
355 

Glu Val Phe Pro 
370 

Leu Leu Asp Gly 
385 

Arg Val Pro Ala 



Arg Pro Ser His 
245 

Thr Thr Glu Asn 



Trp Val His Ser 
280 

Pro Ser Ser Asp 
295 

Leu Asn Pro Gin 
310 

His Pro Ala Leu 
325 

Pro Lys Gly Pro 



Asp Thr Val Arg 
360 

Glu Pro Met Phe 
375 

Ser Ala Glu Phe 
390 



Gly Leu Thr Pro 
250 

lie Pro Glu Thr 

265 

Ala Glu Pro Thr 



Gly Thr Val Glu 
300 

lie Asp Asn Glu 
315 

Ser Met Pro Met 
330 

Lys lie Val Met 
345 

lie Leu Val His 



Thr Trp Thr Arg 
380 

Asp Gly Lys Glu 
395 



Asp Pro Asn lie 
255 

Val Val Ser Arg 
270 

Tyr Phe Leu Arg 
285 

Val Arg Ala Leu 



Ala Leu Phe Ser 
320 

Gin Ala Glu Val 
335 

Thr Pro Ser Arg 
350 

Gly Phe Gin Asn 
365 

Val Gly Ser Arg 



Leu Val Leu Glu 
400 



<210> 91 
<211> 80 
<212> PRT 

<213> Homo sapiens 
<400> 91 

Val Thr Asp Gly Gly Thr lie Lys Gin Lys lie Phe Thr Phe Asp Ala 
1 5 10 15 

Met Phe Ser Thr Asn Tyr Ser His Met Glu Asn Tyr Arg Lys Arg Glu 
20 25 30 

Asp Leu Val Tyr Gin Ser Thr Val Arg Leu Pro Glu Val Arg lie Ser 
35 40 45 

Asp Asn Gly Pro Tyr Glu Cys His Val Gly lie Tyr Asp Arg Ala Thr 
50 55 60 

Arg Glu Lys Val Val Leu Ala Ser Gly Asn lie Phe Leu Asn Val Met 
65 70 75 80 

131 



<210> 92 
<211> 4162 
<212> PRT 

<213> Gallus gallus 
<400> 92 

Met Thr Thr Lys Ala Pro Thr Phe Thr Gin Pro Leu Gin Ser Val Val 
15 10 15 

Ala Leu Glu Gly Ser Ala Ala Thr Phe Glu Ala His lie Ser Gly Phe 
20 25 30 

Pro Val Pro Glu Val Ser Trp Tyr Arg Asp Gly Gin Val Leu Ser Ala 
35 40 45 

Ala Thr Leu Pro Gly Val Gin lie Ser Phe Ser Asp Gly Arg Ala Lys 
50 55 60 

Leu Val lie Pro Ser Val Thr Glu Ala Asn Ser Gly Arg Tyr Thr lie 
65 70 75 x 80 

Gin Ala Thr Asn Gly Ser Gly Gin Ala Thr Ser Thr Ala Glu Leu Leu 
85 90 95 

Val Thr Ala Gly Thr Ala Pro Pro Asn Phe Ser Gin Arg Leu Gin Ser 
100 105 110 

Met Thr Ala Arg Gin Gly Ser Gin Val Arg Leu Asp Val Arg Val Thr 
115 120 125 

Gly lie Pro Thr Pro Val Val Lys Phe Tyr Arg Asp Gly Val Glu lie 
130 135 140 

Gin Ser Ser Pro Asp Phe Gin lie Leu Gin Glu Gly Asp Leu Tyr Ser 
145 150 155 160 

Leu lie lie Ala Glu Ala Tyr Pro Glu Asp Ser Gly Thr Tyr Ser Val 
165 170 175 

Asn Ala Thr Asn Asn Val Gly Arg Ala Thr Ser Thr Ala Glu Leu Leu 
180 185 190 

lie Gin Gly Glu Glu Glu Ala Val Pro Ala Lys Lys Thr Lys Thr lie 
195 200 205 

Val Ser Thr Ala Gin lie Ser Gin Thr Arg Gin Ala Arg lie Glu Lys 
210 215 220 

Lys He Glu Thr His Phe Asp Ala Arg Ser Leu Thr Ser Val Glu Met 
225 230 235 240 



Val He Glu Gly Ala Ala Ala Gin Gin Leu Pro His Lys Ala Pro Pro 
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245 250 255 

Arg Met Pro Pro Arg Pro Thr Ser Lys Ser Pro Thr Pro Pro Val lie 
260 265 270 

Thr Ala Lys Ala Gin Met Ala Arg Gin Gin Ser Pro Ser Pro Val Arg 
275 280 285 

Gin Ser Pro Ser Pro Val Arg His Val Arg Ala Pro Thr Pro Ser Pro 
290 295 300 

Val Arg Ser Val Ser Pro Ala Gly Arg lie Ser Thr Ser Pro lie Arg 
305 310 315 320 

Pro Val Lys Ser Pro Ser Pro lie Arg Lys Ala Gin Val Val Thr Pro 
325 330 335 

Gly Ala Glu Val Leu Pro Pro Trp Arg Gin Glu Gly Tyr Ser Ala Thr 
340 345 350 

Ala Glu Ala Gin Met Lys Glu Thr Arg Val Ser Thr Ser Ala Thr Glu 
355 360 365 

lie Arg Thr Glu Glu Arg Trp Glu Gly Arg Tyr Gly Leu Gin Glu Gin 
370 375 380 

Val Thr lie Ser Gly Ala Ala Ala Gly Glu Val Ala Ala Gly Ala Lys 
385 390 395 400 

Glu Val Arg Lys Glu Pro Glu Lys Thr Pro Val Pro Thr Val lie lie 
405 410 415 

Ala Thr Asp Lys Ala Lys Glu Gin Glu Arg lie Ser Thr Ala Arg Glu 
420 425 430 

Glu lie Ser Ala Arg His Glu Gin Val His Val Ser His Glu Gin lie 
435 440 445 

Glu Ala Gly Lys Arg Ala Glu Ala Val Ala Thr Val Val Ala Ala Val 
450 455 460 

Asp Gin Ala Arg Val Arg Ser Pro Trp Glu Thr Glu Gin Val Asp Glu 
465 470 475 480 

Thr Tyr Val Lys Lys Lys Thr Leu Glu Tyr Gly Tyr Lys Glu His Ala 
485 490 495 

Val Lys Asp His Glu Ala Gin Ala Glu His His Val Ala Thr Lys Glu 
500 505 510 

Val Lys Thr Val Tyr Val Pro Pro Glu Lys His He Pro Ala Ala Glu 
515 520 525 

Lys Lys Glu Val His Val Ser Thr Glu He Lys Arg Glu Thr Glu Ala 
530 535 540 



Lys He Glu Lys Thr He His He Glu His Pro Arg Pro Arg Thr Ala 
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545 



550 



555 



560 



Ser Pro His Phe Thr Val Ser Lys lie Ala Val Pro Lys Pro Asp His 
565 570 575 

Thr Tyr Glu Val Ser lie Ala Gly Ser Ala Met Ala Thr Leu Glu Lys 
580 585 590 

Glu Leu Ser Ala Thr Ser Ala Ala Gin Lys lie Thr Lys Pro Val Lys 
595 600 605 

Pro Pro Gin Leu Lys Pro His Glu Val Lys lie Lys Pro Glu Ser Ala 
610 615 620 

Pro Pro Gin Phe Pro Phe Thr Glu Ala Ala Glu Thr Tyr Lys Ala His 
625 630 635 640 

Tyr Asp Val Glu Thr Lys Lys Glu Val Asp Val Ser lie Lys Gly Glu 
645 650 655 

Ala Val Arg Glu Asp His Leu Leu Leu Arg Lys Glu Ser Glu Ala Lys 
660 665 670 

Val Thr Glu Thr Ala Arg Val Pro Val Pro Ala Glu lie Pro Val Thr 
675 680 685 

Pro Pro Thr Leu Val Trp Gly Leu Lys Asn Lys Thr Val Thr Glu Gly 
690 695 700 

Glu Ser Val Thr Leu Glu Cys His lie Ser Gly His Pro Gin Pro Thr 
705 710 715 720 

Val Thr Trp Tyr Arg Glu Asp Tyr Lys lie Glu Ser Ser Met Asp Phe 
725 730 735 

Gin lie Thr Phe Lys Ala Gly Leu Ala Arg Leu Val lie Arg Glu Ala 
740 745 750 

Phe Ala Glu Asp Ser Gly Arg Phe Thr Cys Thr Ala Thr Asn Lys Ala 
755 760 765 

Gly Ser Val Ser Thr Ser Cys His Leu His Val Lys Val Ser Glu Glu 
770 775 780 

Thr Glu Thr Arg Glu Thr lie Ser Glu Lys Val Val Thr Glu Glu Lys 
785 790 795 800 

Ser Tyr Val Glu Thr Lys Asp Val Val Met Glu Asp Val Ser Ala Ala 
805 810 815 

Ala Glu Glu Val Ser Gly Glu Pro Val Pro Pro Phe Phe lie Arg Lys 
820 825 830 

Pro Val Val His Lys Leu lie Glu Gly Gly Ser lie lie Phe Glu Cys 
835 840 845 



Gin Val Gly Gly Asn Pro Lys Pro His Val Leu Trp Lys Lys Gly Gly 
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850 855 860 

Val Pro Leu Thr Thr Gly Tyr Arg Tyr Lys Val Ser Tyr Lys Arg Glu 
865 870 875 880 

Thr Gly Glu Cys Lys Leu Glu lie Ser Met Thr Phe Ala Asp Asp Ala 
885 890 i 895 

Gly Glu Tyr Thr lie Val lie Arg Asn Lys Phe Gly Glu Ala Ser Ala 
900 905 910 

Thr Val Ser Leu Leu Glu Glu Ala Asp Tyr Glu Ala Tyr lie Lys Ser 
915 920 925 

Gin Gin Glu Met Met Tyr Gin Thr Gin Val Thr Ala Tyr Val Gin Glu 
930 935 940 

Pro Lys Val Ala Glu Val Ala Pro Pro lie Ser Tyr Gly Asp Phe Asp 
945 950 955 960 

Lys Glu Tyr Glu Lys Glu Gin Ala Leu lie Arg Lys Lys Met Ala Lys 
965 970 975 

Asp Thr Val Met Val Arg Thr Phe Val Glu Asp Glu Glu Phe His lie 
980 985 990 

Ser Ser Phe Glu Glu Arg Leu lie Lys Glu lie Glu Leu Arg lie lie 
995 1000 1005 

Lys Thr Thr Leu Asp Glu Leu Leu Glu Glu Asp Gly Glu Glu Met Met 
1010 1015 1020 

lie Asp lie Ser Glu Ser Glu Ala lie Gly Ala Gly Phe Asp Leu Arg 
1025 1030 1035 1040 

Leu Lys Asn Tyr Arg Thr Phe Glu Gly Thr Gly Val Thr Phe His Cys 
1045 1050 1055 

Lys Thr Thr Gly Tyr Pro Leu Pro Lys lie Ala Trp Tyr Lys Asp Gly 
1060 1065 1070 

Lys Arg lie Arg His Gly Glu Arg Tyr His Met Glu Val Leu Gin Asp 
1075 1080 1085 

Gly Ser Ala Ser Leu Arg Leu Pro Val Val Leu Pro Glu Asp Glu Gly 
1090 1095 1100 

lie Tyr Thr Val Phe Ala Ser Asn Met Lys Gly Asn Ala lie Cys Ser 
1105 1110 1115 1120 

Ala Lys Leu Tyr Val Glu Pro Val Ala Pro Thr Ala Thr Pro Gly Tyr 
1125 1130 1135 

Met Pro Gly Pro Glu Val Met Arg Arg Tyr Arg Ser lie Ser Pro Arg 
1140 1145 1150 



Ser Pro Ser Arg Ser Pro Ala Arg Ser Ser Pro Ser Cys Ser Pro Ala 

135 




1155 1160 1165 

Arg Arg Leu Asp Glu Thr Asp Glu Gly Gin Leu Glu Arg Leu Tyr Lys 
1170 1175 1180 

Pro Val Phe Val Leu Lys Pro Thr Ser Val Lys Cys Ser Gin Gly Gin 
1185 1190 1195 1200 

Thr Ala Arg Phe Asp Leu Lys Val Val Gly Arg Pro Met Pro Glu Thr 
1205 1210 1215 

Tyr Trp Phe His Asn Gly Gin Gin Val Val Asn Asp Tyr Thr His Lys 
1220 1225 1230 

lie Val lie Lys Glu Asp Gly Thr Gin Ser Leu lie lie Val Pro Ala 
1235 1240 1245 

Met Pro Glu Asp Ser Gly Glu Trp Ala Val lie Ala Gin Asn Arg Ala 
1250 1255 1260 

Gly Lys Ala Ser Val Ser Val Thr Leu Ser Val Glu Ala Lys Glu Asp 
1265 1270 1275 1280 

Leu Val Arg Pro Arg Phe Val Glu Arg Leu Arg Asn Val Ser Val Lys 
1285 1290 1295 

Glu Gly Ser Arg Leu His Met Ala Val Lys Ala Thr Gly Asn Pro Asn 
1300 1305 1310 

Pro Asp lie Val Trp Leu Lys Asn Ser Asp lie lie Val Pro His Lys 
1315 1320 1325 

Tyr Pro Arg lie Arg lie Glu Gly Thr Lys Gly Ala Ala Ala Leu Asn 
1330 1335 1340 

lie Glu Ser Thr Ala Arg Gin Asp Ala Ala Trp Tyr Thr Ala Thr Ala 
1345 1350 1355 1360 

lie Asn Lys Ala Gly Arg Asp Thr Thr Arg Cys Lys Val Asn Val Glu 
1365 1370 1375 

Val Glu His Ala Glu Pro Glu Pro Glu Arg Arg Leu lie lie Pro Lys 
1380 1385 1390 

Gly Thr Tyr Lys Ala Lys Glu lie Ala Ala Pro Glu Leu Glu Pro Leu 
1395 1400 1405 

His Leu Arg Tyr Gly Gin Glu Gin Trp Glu Glu Gly Asp Leu Tyr Asp 
1410 1415 1420 

Lys Glu Lys Gin Gin Lys Pro Phe Phe Lys Lys Lys Leu Thr Ser Leu 
1425 1430 1435 1440 

Arg Leu Lys Gin Phe Gly Pro Ala His Phe Glu Cys Arg Leu Thr Pro 
1445 1450 1455 



lie Gly Asp Pro Thr Met Val Val Glu Trp Leu His Asp Gly Lys Pro 
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1460 



1465 



1470 



Leu Glu Ala Ala Asn Arg Leu Arg 
1475 1480 

Ser Leu Asp Tyr Gly Val Ala Tyr 
1490 1495 

Cys Arg Ala Thr Asn Lys Tyr Gly 
1505 1510 

lie Val Lys Asp Glu Lys Ser Leu 
1525 



Met lie Asn Glu Phe Gly Tyr Cys 
1485 

Ser Arg Asp Ser Gly Val lie Thr 
1500 

Thr Asp His Thr Ser Ala Thr Leu 
1515 1520 

Val Glu Glu Ser Gin Leu Pro Glu 
1530 1535 



Gly Arg Arg Gly Met Gin Arg lie Glu Glu Leu Glu Arg Met Ala His 
1540 1545 1550 

Glu Gly Ala Leu Pro Ala Val Ala Val Asp Gin Lys Glu Lys Gin Lys 
1555 1560 1565 

Pro Glu Leu Val Leu Val Pro Glu Pro Ala Arg Val Leu Glu Gly Glu 
1570 1575 1580 

Thr Ala Arg Phe Arg Cys Arg Val Thr Gly Tyr Pro Leu Pro Lys Val 
1585 1590 1595 1600 

Asn Trp Tyr Leu Asn Ser Gin Leu lie Arg Lys Ser Lys Arg Phe Arg 
1605 1610 1615 

Leu Arg Tyr Asp Gly lie His Tyr Leu Asp lie Val Asp Cys Lys Ser 
1620 1625 1630 

Tyr Asp Thr Gly Glu Val Lys Val Thr Ala Glu Asn Pro Glu Gly Phe 
1635 1640 1645 

lie Glu His Lys Val Lys Leu Glu lie Gin Gin Arg Glu Asp Phe Arg 
1650 1655 1660 

Ser Val Leu Arg Arg Ala Pro Glu Pro Arg His Glu Pro Val Val Thr 
1665 1670 1675 1680 

Glu Pro Gly Lys Leu Leu Phe Glu Val Gin Lys lie Asp Lys Pro Ala 
1685 1690 1695 

Glu Ala Thr Thr Lys Glu Val Val Lys Leu Lys Arg Ala Glu Arg lie 
1700 1705 1710 

Thr His Glu Lys Leu Ser Glu Glu Ser Glu Glu Leu Arg Ser Lys Phe 
1715 1720 1725 

Lys Arg Arg Thr Glu Glu Gly Tyr Tyr Glu Ala lie Thr Ala Val Glu 
1730 1735 1740 

Leu Lys Ser Arg Lys Lys Asp Glu Ser Tyr Glu Glu Met Leu Lys Lys 
1745 1750 1755 1760 

Thr Lys Glu Glu Leu Leu His Trp Thr Lys Glu lie Pro Glu Glu Glu 
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1765 



1770 



1775 



Lys Lys Ala Leu Pro Pro Glu Gly Lys lie Thr lie Pro Thr Phe Lys 
1780 1785 1790 

Pro Glu Lys Val Glu Leu Ser Pro Ser Met Glu Ala Pro Lys lie Phe 
1795 1800 1805 

Glu Arg lie Gin Ser Gin Thr Val Ala Gin Gly Thr Asp Ala His Phe 
1810 1815 1820 

Arg Val Arg Val Val Gly Lys Pro Asp Pro Glu Cys Gin Trp Phe Arg 
1825 1830 1835 1840 

Asn Gly Val Gin lie Glu Arg Thr Asp Arg lie Tyr Trp Tyr Trp Pro 
1845 1850 1855 

Glu Asp Asn Val Cys Glu Leu Val lie Arg Asp Val Thr Ala Asp Asp 
1860 1865 1870 

Ser Ala Ser lie Met Val Lys Ala Val Asn lie Ala Gly Glu Thr Ser 
1875 1880 1885 

Ser His Ala Phe Leu Leu Val Gin Ala Lys Gin Leu lie Ser Phe lie 
1890 1895 1900 

Gin Asn Leu Gin Asp Val Val Ala Lys Glu Arg Asp Ser Met Ala Thr 
1905 1910 1915 1920 

Phe Glu Cys Glu Thr Ser Glu Pro Phe lie Lys Val Lys Trp Phe Lys 
1925 1930 1935 

Asn Gly lie Glu lie His Ser Gly Glu Lys Tyr Arg Met His Ser Asp 
1940 1945 1950 

Arg Lys Ala His Phe Leu Ser Val Leu Ala Val Glu Met Ser Asp Ala 
1955 1960 1965 

Asp Asp Tyr Ser Cys Ala Leu Val Glu Asp Glu Ser Val Lys Thr Thr 
1970 1975 1980 

Ala Lys Leu lie Val Glu Gly Ala Val Val Glu Phe lie Lys Glu Leu 
1985 1990 1995 2000 

Glu Asp Val Glu Val Pro Glu Ser Phe Thr Gly Glu Leu Glu Cys Glu 
2005 2010 2015 

Val Ser Pro Glu Asp He Glu Gly Lys Trp Tyr His Gly Asp Val Glu 
2020 2025 2030 

Leu Ser Ser Asn His Lys Tyr Val Leu Ala Ser Arg Arg Gly Arg Arg 
2035 2040 2045 

He Leu Thr He Lys Asp Val Asn Lys Asp Asp Gin Gly Glu Tyr Ser 
2050 2055 2060 



Phe Val Val Asp Gly Lys Arg Thr His Cys Lys Leu Lys Met Lys Pro 
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2065 



2070 



2075 



2080 



Arg Pro Met Thr He Leu Gin Gly Leu Thr Asp Gin Lys Val Cys Glu 
2085 2090 2095 

Gly Asp He Val Gin Leu Glu Val Lys Val Ser Val Glu Asn Val Glu 
2100 2105 2110 

Gly Val Trp Met Lys Asp Gly His Glu He Gin Ser Ser Asp Arg He 
2115 2120 2125 

His He Val Leu Asp Lys Gin Ser His Met Leu Leu He Glu Asp Ala 
2130 2135 2140 

Thr Gin Glu Asp Ser Gly Thr Tyr Ser Phe Ser He Pro Gly Leu Glu 
2145 2150 2155 2160 

Leu Ser Thr Thr Gly Gin Val Thr Val Tyr Ser Val Glu He He Val 
2165 2170 2175 

Pro Leu Lys Asp Val His Val Val Glu Gly Thr Lys Ala He Leu Glu 
2180 2185 2190 

Cys Lys Val Ser Ala Pro Asp Val Thr Ser Ser Lys Trp Tyr Leu Asn 
2195 2200 2205 

Asp His Gin He Lys Pro Asp Glu Arg Val Gin Ala Val Cys Lys Gly 
2210 2215 2220 

Thr Lys Gin Arg Leu Val He Thr Arg Thr His Ala Ser Asp Glu Gly 
2225 2230 2235 2240 

His Tyr Lys Leu Met Val Gly Lys Val Glu Thr Ser Cys Asn Val Thr 
2245 2250 2255 

Val Glu Glu He Glu He He Arg Gly Leu His Asp He Thr Cys Thr 
2260 2265 2270 

Glu Thr Gin Asn Val Ser Phe Glu Val Glu Leu Ser His Ser Gly lie 
2275 2280 2285 

Asp Val He Trp His Phe Lys Gly Gin Glu He Lys Ala Gly Pro Lys 
2290 2295 2300 

Tyr Lys He Glu Ala Arg Gly Lys He Tyr Lys Leu Thr Val Val Lys 
2305 2310 2315 2320 

Met Met Lys Asp Asp Glu Gly Glu Tyr Val Phe Tyr Ala Gly Gly Lys 
2325 2330 2335 

Lys Thr Ser Gly Lys Leu He Val Ala Gly Gly Ala He Ser Lys Pro 
2340 2345 2350 

Leu Ala Asp Leu Thr Val Ala Glu Ser Gin Arg Ala Val Phe Glu Cys 
2355 2360 2365 



Glu Val Ala Asn Pro Glu Ser Glu Gly Gin Trp Leu Lys Asn Gly Lys 
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2370 2375 2380 

Pro Leu Pro Met Thr Asp Gin Tyr Arg Ala Glu Thr Asp Gly Val Lys 
2385 2390 2395 2400 

Arg Arg Leu Asn lie Pro Ala Ala Lys Met Asp Asp Met Gly Glu Tyr 
2405 2410 2415 

Ser Tyr Glu lie Ala Ser Ser Lys Thr Ser Ala Lys Leu His Val Glu 
2420 2425 2430 

Ala Val Lys lie Lys Lys Thr Leu Lys Asn Leu Thr Val Thr Glu Thr 
2435 2440 2445 

Gin Glu Ala Val Phe Ser Val Glu Leu Ser His Pro Asp Val Lys Gly 
2450 2455 2460 

Ala Leu Trp lie Lys Asn Gly Val Glu Leu Glu Ser Asn Asp Lys Tyr 
2465 2470 2475 2480 

Glu lie Ser Val Lys Gly Thr Val His Thr Leu Lys lie Lys His Cys 
2485 2490 2495 

Val Val Thr Asp Glu Ser Val Tyr Ser Phe Lys Leu Gly Lys lie Gly 
2500 2505 2510 

Ala Asn Ala Arg Leu His Val Glu Thr Val Lys lie lie Lys Lys Pro 
2515 2520 2525 

Lys Asp Val Thr Ala Leu Glu Asn Ala Val Val Ser Phe Glu Leu Ser 
2530 2535 2540 

Val Ser His Asp Thr Val Pro Val Arg Trp Phe His Lys Asn Val Glu 
2545 2550 2555 2560 

Leu Lys Gin Ser Asp Lys Tyr Lys Met lie Ser Gin Arg Lys Val His 
2565 2570 2575 

Lys Leu Met Leu His Asn lie Ser Pro Ala Asp Ala Gly Glu Tyr Thr 
2580 2585 2590 

Ala Phe Val Gly Gin Leu Glu Cys Lys Ala Lys Leu Phe Val Glu Thr 
2595 2600 2605 

lie His lie Thr Lys Thr Met Lys Ser lie Glu lie Pro Glu Thr Lys 
2610 2615 2620 

Thr Ala Ser Phe Gin Cys Glu Val Ser His Phe Asn Val Pro Ser Val 
2625 2630 2635 2640 

Trp Leu Lys Asn Gly Val Glu lie Glu Met Ser Glu Lys Phe Lys lie 
2645 2650 2655 

Val Val Gin Gly Lys Leu His Gin Leu Asn lie Met Asn Thr Ser Ser 
2660 2665 2670 



Glu Asp Ser Ala Glu Tyr Thr Phe Val Cys Gly Asn Asp Arg Val Ser 

140 



2675 



2680 



2685 



Ala Thr Leu Thr Val Lys Pro lie Leu lie Thr Ser Met Leu Glu Asp 
2690 2695 2700 

lie Asn Ala Glu Glu Lys Asp Thr lie Thr Phe Glu Val Thr Val Asn 
2705 2710 2715 2720 

Tyr Glu Gly lie Ser Tyr Lys Trp Leu Lys Asn Gly Val Glu lie Lys 
2725 2730 2735 

Ser Thr Asp Lys Cys Gin lie Arg Thr Lys Lys Leu Thr His Ser Leu 
2740 2745 2750 

Ser lie Arg Asn Val His Phe Gly Asp Ala Ala Glu Tyr Ser Phe Val 
2755 2760 2765 

Ala Gly Lys Ala Ala Ser Ser Ala Thr Leu Tyr Val Glu Ala Arg His 
2770 2775 2780 

lie Glu Phe Arg Lys His lie Lys Asp lie Lys Val Val Glu Lys Lys 
2785 2790 2795 2800 

Arg Ala lie Phe Glu Cys Glu lie Ser Glu Pro Asp Val Gin Val Gin 
2805 2810 2815 

Trp Met Lys Asp Gly Gin Glu Leu Gin lie Gly Asp Arg Met Lys lie 
2820 2825 2830 

Gin Arg Glu Lys Tyr Val His Arg Leu lie lie Pro Ser Thr Lys Met 
2835 2840 2845 

Ser Asp Ala Gly Gin Tyr Thr Val Val Ala Gly Gly Asn Thr Ser Ser 
2850 2855 2860 

Ala Asn Leu lie Val Glu Gly Arg Asp Val Arg lie Arg Ser lie Arg 
2865 2870 2875 2880 

Lys Glu lie Gin Val lie Glu Arg Gin Arg Ala Glu lie Glu Phe Glu 
2885 2890 2895 

Val Asn Glu Asp Asp lie Glu Pro Gin Trp Tyr Lys Asp Gly lie Glu 
2900 2905 2910 

lie Asn Phe His Tyr Glu Glu Arg Tyr Ser Tyr Val Val Glu Arg Arg 
2915 2920 2925 

lie His Arg Met Ser lie Phe Glu Thr Thr Tyr Ser Asp Ala Gly Glu 
2930 2935 2940 

Tyr Thr Phe Val Ala Gly Arg Asn Arg Ser Ser Val Val Leu Tyr Val 
2945 2950 2955 2960 

Asn Ala Pro Glu Pro Pro Gin lie lie Gin Glu Leu Gin Pro Thr Thr 
2965 2970 2975 



Val Glu Ser Gly Lys Pro Ala Arg Phe Cys Ala lie lie Ser Gly Lys 
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2980 



2985 



2990 



Pro Gin Pro Lys Val Ser Trp Tyr Lys Asp Asp Gin Gin Leu Ser Pro 
2995 3000 3005 

Gly Phe Lys Cys Lys Phe Leu His Asp Ala Gin Glu Tyr Thr Leu Leu 
3010 3015 3020 

Leu lie Glu Thr Phe Pro Glu Asp Ser Ala Val Tyr Thr Cys Glu Ala 
3025 3030 3035 3040 

Lys Asn Asp Tyr Gly Val Ala Thr Thr Ser Ala Ser Leu Ser Val Glu 
3045 ' 3050 3055 

lie Pro Glu Val Val Ser Pro Glu Leu Glu Val Pro Val Tyr Pro Pro 
3060 3065 3070 

Ala Val lie Val Pro Leu Arg Asp Ala Val Thr Ser Glu Gly Gin Ser 
3075 3080 3085 

Ala Arg Phe Gin Cys Arg Val Thr Gly Thr Asp Leu Lys Val Ser Trp 
3090 3095 3100 

Tyr Ser Lys Asp Arg Glu lie Lys Pro Ser Arg Phe Phe Arg Met Thr 
3105 3110 3115 3120 

Gin Phe Glu Asp Thr Tyr Gin Leu Glu lie Ala Glu Ala Tyr Pro Glu 
3125 3130 3135 

Asp Glu Gly Thr Tyr Thr Phe Val Ala Ser Asn Ser Val Gly Gin Val 
3140 3145 3150 

Thr Ser Thr Ala lie Leu Lys Leu Glu Ala Pro Glu Lys lie Met Tyr 
3155 3160 3165 

Glu Lys Leu Glu Glu Glu lie Glu Met Glu Val Lys Val Ala Pro lie 
3170 3175 3180 

Leu Arg Arg Arg Leu Glu Pro Leu Glu Val Ala Val Asn His Val Ala 
3185 3190 3195 3200 

Lys Phe Thr Cys Glu Val Glu Thr Thr Pro Asn Val Lys Phe Gin Trp 
3205 3210 3215 

Tyr Lys Ala Gly Arg Glu lie Tyr Asp Gly Asp Lys Tyr Ser lie Arg 
3220 3225 3230 

Ser Ser Asn Tyr Leu Ser Thr Leu Glu lie Pro Arg Pro Gin Val Val 
3235 3240 3245 

c 

Asp Cys Gly Glu Tyr Ser Cys Lys Ala Ser Asn Gin His Gly Ser Val 
3250 3255 3260 

Ser Ser Thr Ala Phe Leu Thr Val Thr Glu Pro Pro Arg Phe lie Lys 
3265 3270 3275 3280 



Lys Leu Asp Ser Ser Arg Leu Val Lys Gin His Asp Ser Thr Arg Tyr 
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3285 3290 3295 

Glu Cys Lys Val Gly Gly Ser Pro Glu lie Lys Val Thr Trp Tyr Lys 
3300 3305 3310 

Gly Glu Thr Glu lie His Pro Ser Glu Lys Tyr Ser Met Ser Phe Val 
3315 3320 3325 

Asp Ser Val Ala Val Leu Glu Met His Asn Leu Ser Val Glu Asp Ser 
3330 3335 3340 

Gly Asp Tyr Ser Cys Glu Ala Gin Asn Pro Ala Gly Ser Ala Ser Thr 
3345 3350 3355 3360 

Ser Thr Ser Leu Lys Val Lys Ala Pro Pro Ala Phe Thr Lys Lys Pro 
3365 3370 3375 

His Pro Val Gin Thr Leu Lys Gly Ser Asp Val His Leu Glu Cys Glu 
3380 3385 3390 

Leu Gin Gly Thr Pro Pro Phe Gin lie Ser Trp Tyr Lys Asp Lys Arg 
3395 3400 3405 

Glu lie Arg Ser Ser Lys ■ Lys Tyr Lys Val Met Ser Glu Asn Tyr Leu 
3410 3415 3420 

Ala Ser lie His lie Leu Asn Val Asp Thr Ala Asp Val Gly Glu Tyr 
3425 3430 3435 3440 

His Cys Lys Ala Val Asn Asp Val Gly Ser Asp Ser Cys lie Gly Ser 
3445 3450 3455 

Val Thr Leu Arg Ala Pro Pro Thr Phe Val Lys Lys Leu Ser Asp Val 
3460 3465 3470 

Thr Val Val Val Gly Glu Thr lie Glu Leu Gin Ala Ala Val Glu Gly 
3475 3480 3485 

Ala Gin Pro lie Ser Val Leu Trp Leu Lys Asp Lys Gly Glu lie lie 
3490 3495 3500 

Arg Glu Ser Glu Asn Leu Trp lie Ser Tyr Ser Glu Asn Val Ala Ser 
3505 3510 3515 3520 

Leu Lys lie Gly Asn Ala Glu Pro Thr Asn Ala Gly Lys Tyr lie Cys 
3525 3530 3535 

Gin lie Lys Asn Asp Ala Gly Phe Gin Glu Cys Phe Ala Lys Leu Thr 
3540 3545 3550 

Val Leu Glu Pro Ala Val lie Val Glu Lys Pro Gly Pro Val Lys Val 
3555 3560 3565 

Thr Ala Gly Asp Ser Cys Thr Leu Glu Cys Thr Val Asp Gly Thr Pro 
3570 3575 3580 

Glu Leu Thr Ala Arg Trp Phe Lys Asp Gly Asn Glu Leu Ser Thr Asp 
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3585 3590 3595 3600 

His Lys Tyr Lys lie Ser Phe Phe Asn Lys Val Ser Gly Leu Lys lie 
3605 3610 3615 

Leu Asn Ala Gly Leu Glu Asp Ser Gly Glu Tyr Thr Phe Glu Val Lys 
3620 3625 3630 

Asn Ser Val Gly Lys Ser Ser Cys Thr Ala Ser Leu Gin Val Ser Asp 
3635 3640 3645 

Arg lie Met Pro Pro Ser Phe Thr Arg Lys Leu Lys Glu Thr Tyr Gly 
3650 3655 3660 

Gin Leu Gly Ser Ser Ala Val Leu Glu Cys Lys Val Tyr Gly Ser Pro 
3665 3670 3675 3680 

Pro lie Leu Val Ser Trp Phe His Asp Gly Gin Glu lie Thr Ser Gly 
3685 3690 3695 

Asp Lys Tyr Gin Ala Thr Leu Thr Asp Asn Thr Cys Ser Leu Lys Val 
3700 3705 3710 

Asn Gly Leu Gin Glu Ser Asp Met Gly Thr Tyr Ser Cys Thr Ala Thr 
3715 3720 3725 

Asn Val Ala Gly Ser Asp Glu Cys Ser Ala Phe Leu Ser Val Arg Glu 
3730 3735 3740 

Pro Pro Ser Phe Val Lys Lys Pro Glu Pro Phe Asn Val Leu Ser Gly 
3745 3750 3755 3760 

Glu Asn lie Thr Phe Thr Ser lie Val Lys Gly Ser Pro Pro Leu Glu 
3765 3770 3775 

Val Lys Trp Phe Arg Gly Ser lie Glu Leu Ala Pro Gly His Lys Cys 
3780 3785 3790 

Asn lie Thr Leu Gin Asp Ser Val Ala Glu Leu Glu Leu Phe Asp Val 
3795 3800 3805 

Gin Pro Leu Gin Ser Gly Asp Tyr Thr Cys Gin Val Ser Asn Glu Ala 
3810 3815 3820 

Gly Lys lie Ser Cys Thr Thr His Leu Phe Val Lys Glu Pro Ala Lys 
3825 3830 3835 3840 

Phe Val Met Lys Val Asn Asp Leu Ser Val Glu Lys Gly Lys Asn Leu 
3845 3850 3855 

lie Leu Glu Cys Thr Tyr Thr Gly Thr Pro Pro lie Ser Val Thr Trp 
3860 3865 3870 

Lys Lys Asn Gly Val lie Leu Lys His Ser Glu Lys Cys Ser lie Thr 
3875 3880 3885 

Thr Thr Glu Thr Ser Ala lie Leu Glu lie Pro Asn Ser Lys Leu Glu 
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3890 3895 3900 

Asp Gin Gly Gin Tyr Ser Cys His lie Glu Asn Asp Ser Gly Gin Asp 
3905 3910 3915 3920 

Asn Cys His Gly Ala lie Thr lie Leu Glu Pro Pro Tyr Phe Val Thr 
3925 3930 3935 

Pro Leu Glu Pro Val Gin Val Thr Val Gly Asp Ser Ala Ser Leu Gin 
3940 3945 3950 

Cys Gin Val Ala Gly Thr Pro Glu Met lie Val Ser Trp Tyr Lys Gly 
3955 3960 3965 

Asp Thr Lys Leu Arg Gly Thr Ala Thr Val Lys Met His Phe Lys Asn 
3970 3975 3980 

Gin Val Ala Thr Leu Val Phe Ser Gin Val Asp Ser Asp Asp Ser Gly 
3985 3990 3995 4000 

Glu Tyr lie Cys Lys Val Glu Asn Thr Val Gly Glu Ala Thr Ser Ser 
4005 4010 4015 

Ser Leu Leu Thr Val Gin Glu Arg Lys Leu Pro Pro Ser Phe Thr Arg 
4020 4025 4030 

Lys Leu Arg Asp Val His Glu Thr Val Gly Leu Pro Val Thr Phe Asp 
4035 4040 4045 

Cys Gly lie Ala Gly Ser Glu Pro lie Glu Val Ser Trp Phe Lys Asp 
4050 4055 4060 

Asn Val Arg Val Lys Glu Asp Tyr Asn Val His Thr Ser Phe lie Asp 
4065 4070 4075 4080 

Asn Val Ala lie Leu Gin lie Leu Lys Thr Asp Lys Ser Leu Met Gly 
4085 4090 4095 

Gin Tyr Thr Cys Thr Ala Ser Asn Ala lie Gly Thr Ala Ser Ser Ser 
4100 4105 4110 

Gly Lys Leu Val Leu Thr Glu Gly Lys Thr Pro Pro Phe Phe Asp Thr 
4115 4120 4125 

Pro lie Thr Pro Val Asp Gly lie lie Gly Glu Ser Ala Asp Phe Glu 
4130 4135 4140 

Cys His lie Ser Gly Thr Gin Pro lie Arg Val Thr Trp Ala Lys Asp 
4145 4150 4155 4160 

Asn Gin 



<210> 93 
<211> 5636 
<212> PRT 
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<213> Homo sapiens 



<220> 

<221> VARIANT 
<222> (3003) 

<223> Wherein Xaa is any amino acid as defined in the 
specification . 

<220> 

<221> VARIANT 
<222> (3041) 

<223> Wherein Xaa is any amino acid as defined in the 
specification. 

<220> 

<221> VARIANT 
<222> (3367) 

<223> Wherein Xaa is any amino acid as defined in the 
specification . 

<400> 93 

Met lie Ser Trp Glu Val Val His Thr Val. Phe Leu Phe Ala Leu Leu 
15 10 15 

Tyr Ser Ser Leu Ala Gin Asp Ala Ser Pro Gin Ser Glu lie Arg Ala 
20 25 30 

Glu Glu Phe Pro Glu Gly Ala Ser Thr Leu Ala Phe Val Phe Asp Val 
35 40 45 

Thr Gly Ser Met Tyr Asp Asp Leu Val Gin Val lie Glu Gly Ala Ser 
50 55 60 

Lys lie Leu Glu Thr Ser Leu Lys Arg Pro Lys Arg Pro Leu Phe Asn 
65 70 75 , 80 

Phe Ala Leu Val Pro Phe His Asp Pro Glu lie Gly Pro Val Thr lie 
85 90 95 

Thr Thr Asp Pro Lys Lys Phe Gin Tyr Glu Leu Arg Glu Leu Tyr Val 
100 105 110 

Gin Gly Gly Gly Asp Cys Pro Glu Met Ser lie Gly Ala lie Lys lie 
115 120 125 

Ala Leu Glu lie Ser Leu Pro Gly Ser Phe lie Tyr Val Phe Thr Asp 
130 135 140 

Ala Arg Ser Lys Asp Tyr Arg Leu Thr His Glu Val Leu Gin Leu lie 
145 150 155 160 

Gin Gin Lys Gin Ser Gin Val Val Phe Val Leu Thr Gly Asp Cys Asp 
165 170 175 

Asp Arg Thr His lie Gly Tyr Lys Val Tyr Glu Glu lie Ala Ser Thr 
180 185 190 
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Ser Ser Gly Gin Val Phe His Leu Asp Lys Lys Gin Val Asn Glu Val 
195 200 205 

Leu Lys Trp Val Glu Glu Ala Val Gin Ala Ser Lys Val His Leu Leu 
210 215 220 

Ser Thr Asp His Leu Glu Gin Ala Val Asn Thr Trp Arg lie Pro Phe 
225 230 235 240 

Asp Pro Ser Leu Lys Glu Val Thr Val Ser Leu Ser Gly Pro Ser Pro 
245 250 255 

Met lie Glu lie Arg Asn Pro Leu Gly Lys Leu lie Lys Lys Gly Phe 
260 265 270 

Gly Leu His Glu Leu Leu Asn lie His Asn Ser Ala Lys Val Val Asn 
275 280 285 

Val Lys Glu Pro Glu Ala Gly Met Trp Thr Val Lys Thr Ser Ser Ser 
290 295 300 

Gly Arg His Ser Val Arg lie Thr Gly Leu Ser Thr lie Asp Phe Arg 
305 310 315 320 

Ala Gly Phe Ser Arg Lys Pro Thr Leu Asp Phe Lys Lys Thr Val Ser 
325 330 335 

Arg Pro Val Gin Gly lie Pro Thr Tyr Val Leu Leu Asn Thr Ser Gly 
340 345 350 

lie Ser Thr Pro Ala Arg lie Asp Leu Leu Glu Leu Leu Ser lie Ser 

355 /''' 360 365 

Gly Ser Ser Leu Lys Thr lie Pro Val Lys Tyr Tyr Pro His Arg Lys 
370 375 380 

Pro Tyr Gly lie Trp Asn lie Ser Asp Phe Val Pro Pro Asn Glu Ala 
385 390 395 400 

Phe Phe Leu Lys Val Thr Gly Tyr Asp Lys Asp Asp Tyr Leu Phe Gin 
405 410 415 

Arg Val Ser Ser Val Ser Phe Ser Ser lie Val Pro Asp Ala Pro Lys 
420 425 430 

Val Thr Met Pro Glu Lys Thr Pro Gly Tyr Tyr Leu Gin Pro Gly Gin 
435 440 445 

lie Pro Cys Ser Val Asp Ser Leu Leu Pro Phe Thr Leu Ser Phe Val 
450 455 460 

Arg Asn Gly Val Thr Leu Gly Val Asp Gin Tyr Leu Lys Glu Ser Ala 
465 470 475 480 

Ser Val Ser Leu Asp lie Ala Lys Val Thr Leu Ser Asp Glu Gly Phe 
485 490 495 
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Tyr Glu Cys lie Ala Val Ser Ser Ala Gly Thr Gly Arg Ala Gin Thr 
500 505 510 



Phe Phe Asp Val 
515 

Val Thr Val Thr 

530 

Ser Ala Val Asp 
545 

Arg Leu Ala Glu 



Glu Leu Lys Ser 
580 

Val Ser Ser Glu 
595 

Gin Glu Pro Pro 
610 

Gly Gly Ser Glu 
625 

Pro Lys lie Ala 



Ser Glu Pro Pro 
520 

Pro Gly Glu Arg 
535 

Tyr Asn Leu Thr 
550 

Pro Ala Arg lie 
565 

Val Lys Phe Asn 



Gly Gly Ser Ser 
600 

Lys Val Thr Val 
615 

Val Ser lie Met 
630 

Trp Thr Val Asn 
645 



Pro Val lie Gin 



Ala Val Leu Thr 
540 

Trp Gin Arg Asn 
555 

Arg Thr Leu Ala 
570 

Asp Ala Gly Glu 
585 

Ala Ala Ser Val 



Met Pro Lys Asn 
620 

Cys Ser. Ala Thr 
635 

Asp Met Phe lie 
650 



Val Pro Asn Asn 
525 

Cys Leu lie lie 



Asp Arg Asp Val 
560 

Asn Leu Ser Leu 
575 

Tyr His Cys Met 
590 

Phe Leu Thr Val 
605 

Gin Ser Phe Thr 



Gly Tyr Pro Lys 
640 

Val Gly Ser His 
655 



Arg Tyr Arg Met 
660 

Pro Lys Asp Ala 
675 

Thr Asp Lys Gin 
690 

Met Val Val Gin 
705 

Met Glu Cys Lys 



Lys Gly Asp Leu 
740 

Leu Leu Gly Leu 
755 



Thr Ser Asp Gly 



Gly lie Tyr Gly 
680 

Asn Ser Thr Leu 
695 

Ser Glu Leu Leu 
710 

Thr Ser Gly lie 
725 

Glu Leu Arg Pro 



Leu Lys lie Gin 
760 



Thr Leu Phe lie 

665 

Cys Leu Ala Ser 



Arg Tyr lie Glu 
700 

Val Ala Leu Gly 
715 

Pro Pro Pro Gin 
730 

Ser Thr Phe Leu 
745 

Glu Thr Gin Asp 



Lys Asn Ala Ala 
670 

Asn Ser Ala Gly 
685 

Ala Pro Lys Leu 



Asp He Thr Val 
720 

Val Lys Trp Phe 
735 

He He Asp Pro 
750 

Leu Asp Ala Gly 
765 



Asp Tyr Thr Cys 
770 

He Thr Leu Asp 
785 



Val Ala He Asn 
775 

Val Gly Ser Pro 
790 



Glu Ala Gly Arg 
780 

Pro Val Phe He 
795 



Ala Thr Gly Lys 

Gin Glu Pro Ala 
8 00 
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Asp Val Ser Met Glu lie Gly Ser Asn Val Thr Leu Pro Cys Tyr Val 
805 810 815 



Gin Gly Tyr Pro Glu Pro Thr lie Lys Trp Arg Arg Leu Asp Asn Met 
820 825 830 

Pro lie Phe Ser Arg Pro Phe Ser Val Ser Ser lie Ser Gin Leu Arg 
835 840 845 

Thr Gly Ala Leu Phe lie Leu Asn Leu Trp Ala Ser Asp Lys Gly Thr 
850 855 860 

Tyr lie Cys Glu Ala Glu Asn Gin Phe Gly Lys lie Gin Ser Glu Thr 
865 870 875 880 

Thr Val Thr Val Thr Gly Leu Val Ala Pro Leu lie Gly lie Ser Pro 
885 890 895 

Ser Val Ala Asn Val lie Glu Gly Gin Gin Leu Thr Leu Pro Cys Thr 
900 905 910 

Leu Leu Ala Gly Asn Pro lie Pro Glu Arg Arg Trp lie Lys Asn Ser 
915 920 925 

Ala Met Leu Leu Gin Asn Pro Tyr lie Thr Val Arg Ser Asp Gly Ser 
930 935 940 

Leu His lie Glu Arg Val Gin Leu Gin Asp Gly Gly Glu Tyr Thr Cys 
945 950 955 960 

Val Ala Ser Asn Val Ala Gly Thr Asn Asn Lys Thr Thr Ser Val Val 
965 970 975 

Val His Val Leu Pro Thr lie Gin His Gly Gin Gin lie Leu Ser Thr 
980 985 990 

lie Glu Gly lie Pro Val Thr Leu Pro Cys Lys Ala Ser Gly Asn Pro 
995 1000 1005 

Lys Pro Ser Val lie Trp Ser Lys Lys Gly Glu Leu lie Ser Thr Ser 
1010 1015 1020 

Ser Ala Lys Phe Ser Ala Gly Ala Asp Gly Ser Leu Tyr Val Val Ser 
1025 1030 1035 1040 

Pro Glu Gly Glu Glu Ser Gly Glu Tyr Val Cys Thr Ala Thr Asn Thr 
1045 1050 1055 

Ala Gly Tyr Ala Lys Arg Lys Val Gin Leu Thr Val Tyr Val Arg Pro 
1060 1065 1070 

Arg Val Phe Gly Asp Leu Arg Gly Leu Ser Gin Asp Lys Pro Val Glu 
1075 1080 1085 

He Ser Val Leu Ala Gly Glu Glu Val Thr Leu Pro Cys Glu Val Lys 
1090 1095 1100 
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Ser Leu Pro Pro Pro lie lie Thr Trp Ala Lys Glu Thr Gin Leu lie 
1105 1110 1115 1120 

Ser Pro Phe Ser Pro Arg His Thr Phe Leu Pro Ser Gly Ser Met Lys 
1125 1130 1135 

lie Thr Glu Thr Arg Thr Ser Asp Ser Gly Met Tyr Leu Cys Val Ala 
1140 1145 1150 

Thr Asn lie Ala Gly Asn Val Thr Gin Ala Val Lys Leu Asn Val His 
1155 1160 1165 

Val Pro Pro Lys lie Gin Arg Gly Pro Lys His Leu Lys Val Gin Val 
1170 1175 1180 

Gly Gin Arg Val Asp lie Pro Cys Asn Ala Gin Gly Thr Pro Leu Pro 
1185 1190 1195 1200 

Val lie Thr Trp Ser Lys Gly Gly Ser Thr Met Leu Val Asp Gly Glu 
1205 1210 1215 

His His Val Ser Asn Pro Asp Gly Thr Leu Ser lie Asp Gin Ala Thr 
1220 1225 1230 

Pro Ser Asp Ala Gly lie Tyr Thr Cys Val Ala Thr Asn lie Ala Gly 
1235 1240 1245 

Thr Asp Glu Thr Glu lie Thr Leu His Val Gin Glu Pro Pro Thr Val 
1250 1255 1260 

Glu Asp Leu Glu Pro Pro Tyr Asn Thr Thr Phe Gin Glu Arg Val Ala 
1265 1270 1275 1280 

Asn Gin Arg lie Glu Phe Pro Cys Pro Ala Lys Gly Thr Pro Lys Pro 
1285 1290 1295 

Thr lie Lys Trp Leu His Asn Gly Arg Glu Leu Thr Gly Arg Glu Pro 
1300 1305 1310 

Gly lie Ser lie Leu Glu Glu Gly Thr Leu Leu Val lie Ala Ser Val 
1315 1320 1325 

Thr Pro Tyr Asp Asn Gly Glu Tyr lie Cys Val Ala Val Asn Glu Ala 
1330 1335 1340 

Gly Thr Thr Glu Arg Lys Tyr Asn Leu Lys Val His Val Pro Pro Val 
1345 1350 1355 1360 

lie Lys Asp Lys Glu Gin Val Ser Asn Val Ser Val Leu Leu Asn Gin 
1365 1370 1375 

Leu Thr Asn Leu Phe Cys Glu Val Glu Gly Thr Pro Ser Pro lie lie 
1380 1385 1390 

Met Trp Tyr Lys Asp Asn Val Gin Val Thr Glu Ser Ser Thr lie Gin 
1395 1400 1405 
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Thr Val Asn Asn Gly Lys lie Leu Lys Leu Phe Arg Ala Thr Pro Glu 
1410 1415 1420 

Asp Ala Gly Arg Tyr Ser Cys Lys Ala lie Asn lie Ala Gly Thr Ser 
1425 1430 1435 1440 

Gin Lys Tyr Phe Asn lie Asp Val Leu Val Pro Pro Thr lie lie Gly 
1445 1450 1455 

Thr Asn Phe Pro Lys Glu Val Ser Val Val Leu Asn Arg Asp Val Ala 
1460 1465 1470 

Leu Glu Cys Gin Val Lys Gly Thr Pro Phe Pro Asp lie His Trp Phe 
1475 1480 1485 

Lys Asp Gly Lys Pro Leu Phe Leu Gly Asp Pro Asn Val Glu Leu Leu 
1490 1495 1500 

Asp Arg Gly Gin Val Leu His Leu Lys Asn Ala Arg Arg Asn Asp Lys 
1505 1510 1515 1520 

Gly Arg Tyr Gin Cys Thr Val Ser Asn Ala Ala Gly Lys Gin Ala Lys 
1525 1530 1535 

Asp lie Lys Leu Thr lie Tyr lie Pro Pro Ser lie Lys Gly Gly Asn 
1540 1545 1550 

Val Thr Thr Asp lie Ser Val Leu lie Asn Ser Leu lie Lys Leu Glu 
1555 1560 1565 

Cys Lys Thr Arg Gly Leu Pro Met Pro Ala lie Thr Trp Tyr Lys Asp 
1570 1575 1580 

Gly Gin Pro lie Met Ser Ser Ser Gin Ala Leu Tyr lie Asp Lys Gly 
1585 1590 1595 1600 

Gin Tyr Leu His lie Pro Arg Ala Gin Val Ser Asp Ser Ala Thr Tyr 
1605 1610 1615 

Thr Cys His Val Ala Asn Val Ala Gly Thr Ala Glu Lys Ser Phe His 
1620 1625 1630 

Val Asp Val Tyr Val Pro Pro Met lie Glu Gly Asn Leu Ala Thr Pro 
1635 1640 1645 

Leu Asn Lys Gin Val Val lie Ala His Ser Leu Thr Leu Glu Cys Asn 
1650 1655 1660 

Ala Ala Gly Asn Pro Ser Pro lie Leu Thr Trp Leu Lys Asp Gly Val 
1665 1670 1675 1680 

Pro Val Lys Ala Asn Asp Asn Phe Arg lie Glu Ala Gly Gly Lys Lys 
1685 1690 1695 

Leu Glu lie Met Ser Ala Gin Glu He Asp Arg Gly Gin Tyr He Cys 
1700 ' 1705 1710 
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Val Ala Thr Ser Val Ala Gly Glu Lys Glu lie Lys Tyr Glu Val Asp 
1715 1720 1725 

Val Leu Val Pro Pro Ala He Glu Gly Gly Asp Glu Thr Ser Tyr Phe 
1730 1735 1740 

He Val Met Val Asn Asn Leu Leu Glu Leu Asp Cys His Val Thr Gly 
1745 1750 1755 1760 

Ser Pro Pro Pro Thr lie Met Trp Leu Lys Asp Gly Gin Leu He Asp 
1765 1770 1775 

Glu Arg Asp Gly Phe Lys He Leu Leu Asn Gly Arg Lys Leu Val He 
1780 1785 1790 

Ala Gin Ala Gin Val Ser Asn Thr Gly Leu Tyr Arg Cys Met Ala Ala 
1795 1800 1805 

Asn Thr Ala Gly Asp His Lys Lys Glu Phe Glu Val Thr Val His Val 
1810 1815 1820 

Pro Pro Thr He Lys Ser Ser Gly Leu Ser Glu Arg Val Val Val Lys 
1825 1830 1835 1840 

Tyr Lys Pro Val Ala Leu Gin Cys He Ala Asn Gly He Pro Asn Pro 
1845 1850 1855 

Ser He Thr Trp Leu Lys Asp Asp Gin Pro Val Asn Thr Ala Gin Gly 
1860 1865 1870 

Asn Leu Lys He Gin Ser Ser Gly Arg Val Leu Gin He Ala Lys Thr 
1875 1880 1885 

Leu Leu Glu Asp Ala Gly Arg Tyr Thr Cys Val Ala Thr Asn Ala Ala 
1890 1895 1900 

Gly Glu Thr Gin Gin His He Gin Leu His Val His Glu Pro Pro Ser 
1905 1910 1915 1920 

Leu Glu Asp Ala Gly Lys Met Leu Asn Glu Thr Val Leu Val Ser Asn 
1925 1930 1935 

Pro Val Gin Leu Glu Cys Lys Ala Ala Gly Asn Pro Val Pro Val He 
1940 1945 1950 

Thr Trp Tyr Lys Asp Asn Cys Leu Leu Ser Gly Ser Thr Ser Met Thr 
1955 1960 1965 

Phe Leu Asn Arg Gly Gin He He Asp He Glu Ser Ala Gin He Ser 
1970 1975 1980 

Asp Ala Gly He Tyr Lys Cys Val Ala He Asn Ser Ala Gly Ala Thr 
1985 1990 1995 2000 

Glu Leu Phe Tyr Ser Leu Gin Val His Val Ala Pro Ser He Ser Gly 
2005 2010 2015 
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Ser Asn Asn Met Val Ala Val Val Val Asn Asn Pro Val Arg Leu Glu 
2020 2025 2030 

Cys Glu Ala Arg Gly lie Pro Ala Pro Ser Leu Thr Trp Leu Lys Asp 
2035 2040 2045 

Gly Ser Pro Val Ser Ser Phe Ser Asn Gly Leu Gin Val Leu Ser Gly 
2050 2055 2060 

Gly Arg lie Leu Ala Leu Thr Ser Thr Gin lie Ser Asp Thr Gly Arg 
2065 2070 2075 2080 

Tyr Thr Cys Val Ala Val Asn Ala Ala Gly Glu Lys Gin Arg Asp lie 
2085 2090 2095 

Asp Leu Arg Val Tyr Val Pro Pro Asn lie Met Gly Glu Glu Gin Asn 
2100 2105 2110 

Val Ser Val Leu lie Ser Gin Ala Val Glu Leu Leu Cys Gin Ser Asp 
2115 2120 2125 

Ala lie Pro Pro Pro Thr Leu Thr Trp Leu Lys Asp Gly His Pro Leu 
2130 2135 2140 

Leu Lys Lys Pro Gly Leu Ser lie Ser Glu Asn Arg Ser Val Leu Lys 
2145 2150 2155 2160 

lie Glu Asp Ala Gin Val Gin Asp Thr Gly Arg Tyr Thr Cys Glu Ala 
2165 2170 2175 

Thr Asn Val Ala Gly Lys Thr Glu Lys Lys Asn Tyr Asn Val Asn lie 
2180 2185 2190 

Trp Val Pro Pro Asn lie Gly Gly Ser Asp Glu Leu Thr Gin Leu Thr 
2195 2200 2205 

Val lie Glu Gly Asn Leu lie Ser Leu Leu Cys Glu Ser Ser Gly lie 
2210 2215 2220 

Pro Pro Pro Asn Leu lie Trp Lys Lys Lys Gly Ser Pro Val Leu Thr 
2225 2230 2235 2240 

Asp Ser Met Gly Arg Val Arg lie Leu Ser Gly Gly Arg Gin Leu Gin 
2245 2250 2255 

lie Ser lie Ala Glu Lys Ser Asp Ala Ala Leu Tyr Ser Cys Val Ala 
2260 2265 2270 

Ser Asn Val Ala Gly Thr Ala Lys Lys Glu Tyr Asn Leu Gin Val Tyr 
2275 2280 2285 

lie Arg Pro Thr lie Thr Asn Ser Gly Ser His Pro Thr Glu lie lie 
2290 2295 2300 

Val Thr Arg Gly Lys Ser lie Ser Leu Glu Cys Glu Val Gin Gly lie 
2305 2310 2315 2320 
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Pro Pro Pro Thr Val Thr Trp Met Lys Asp Gly His Pro Leu lie Lys 
2325 2330 2335 



Ala Lys Gly Val Glu lie Leu Asp Glu Gly His lie Leu Gin Leu Lys 
2340 2345 2350 

Asn lie His Val Ser Asp Thr Gly Arg Tyr Val Cys Val Ala Val Asn 
2355 2360 2365 

Val Ala Gly Met Thr Asp Lys Lys Tyr Asp Leu Ser Val His Ala Pro 
2370 2375 2380 

Pro Ser lie lie Gly Asn His Arg Ser Pro Glu Asn lie Ser Val Val 
2385 2390 2395 2400 

Glu Lys Asn Ser Val Ser Leu Thr Cys Glu Ala Ser Gly lie Pro Leu 
2405 2410 2415 

Pro Ser Thr Thr Trp Phe Lys Asp Gly Trp Pro Val Ser Leu Ser Asn 
2420 2425 2430 

-Ser Val Arg lie Leu Ser Gly Gly Arg Met Leu Arg Leu Met Gin Thr 
2435 2440 2445 

Thr Met Glu Asp Ala Gly Gin Tyr Thr Cys Val Val Arg Asn Ala Ala 
2450 2455 ' 2460 

Gly Glu Glu Arg Lys lie Phe Gly Leu Ser Val Leu Val Pro Pro His 
2465 2470 2475 2480 

lie Val Gly Glu Asn Thr Leu Glu Asp Val Lys Val Lys Glu Lys Gin 
2485 2490 2495 

Ser Val Thr Leu Thr Cys Glu Val Thr Gly Asn Pro Val Pro Glu lie 
2500 2505 2510 

Thr Trp His Lys Asp Gly Gin Pro Leu Gin Glu Asp Glu Ala His His 
2515 2520 2525 

lie lie Ser Gly Gly Arg Phe Leu Gin lie Thr Asn Val Gin Val Pro 
2530 2535 2540 

His Thr Gly Arg Tyr Thr Cys Leu Ala Ser Ser Pro Ala Gly His Lys 
2545 2550 2555 2560 

Ser Arg Ser Phe Ser Leu Asn Val Phe Val Ser Pro Thr lie Ala Gly 
2565 2570 2575 

Val Gly Ser Asp Gly Asn Pro Glu Asp Val Thr Val lie Leu Asn Ser 
2580 2585 2590 

Pro Thr Ser Leu Val Cys Glu Ala Tyr Ser Tyr Pro Pro Ala Thr lie 
2595 2600 2605 

Thr Trp Phe Lys Asp Gly Thr Pro Leu Glu Ser Asn Arg Asn lie Arg 
2610 2615 2620 
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He Leu Pro Gly Gly Arg Thr Leu Gin He Leu Asn Ala Gin Glu Asp 
2625 2630 2635 2640 

Asn Ala Gly Arg Tyr Ser Cys Val Ala Thr Asn Glu Ala Gly Glu Met 
2645 2650 2655 

He Lys His Tyr Glu Val Lys Val Tyr He Pro Pro He He Asn Lys 
2660 2665 2670 

Gly Asp Leu Trp Gly Pro Gly Leu Ser Pro Lys Glu Val Lys He Lys 
2675 2680 2685 

Val Asn Asn Thr Leu Thr Leu Glu Cys Glu Ala Tyr Ala lie Pro Ser 
2690 2695 2700 

Ala Ser Leu Ser Trp Tyr Lys Asp Gly Gin Pro Leu Lys Ser Asp Asp 
2705 2710 2715 2720 

His Val Asn He Ala Ala Asn Gly His Thr Leu Gin He Lys Glu Ala 
2725 2730 2735 

Gin He Ser Asp Thr Gly Arg Tyr Thr Cys Val Ala Ser Asn He Ala 
2740 2745 2750 

Gly Glu Asp Glu Leu Asp Phe Asp Val Asn He Gin Val Pro Pro Ser 
2755 2760 2765 

Phe Gin Lys Leu Trp Glu He Gly Asn Met Leu Asp Thr Gly Arg Asn 
2770 2775 2780 

Gly Glu Ala Lys Asp Val He He Asn Asn Pro He Ser Leu Tyr Cys 
2785 2790 2795 2800 

Glu Thr Asn Ala Ala Pro Pro Pro Thr Leu Thr Trp Tyr Lys Asp Gly 
2805 2810 2815 

His Pro Leu Thr Ser Ser Asp Lys Val Leu He Leu Pro Gly Gly Arg 
2820 2825 2830 

Val Leu Gin He Pro Arg Ala Lys Val Glu Asp Ala Gly Arg Tyr Thr 
2835 2840 2845 

Cys Val Ala Val Asn Glu Ala Gly Glu Asp Ser Leu Gin Tyr Asp Val 
2850 2855 2860 

Arg Val Leu Val Pro Pro He He Glu Gly Ala Asn Ser Asp Leu Pro 
2865 2870 2875 2880 

Glu Glu Val Thr Val Leu Val Asn Lys Ser Ala Leu He Glu Cys Leu 
2885 2890 2895 

Ser Ser Gly Ser Pro Ala Pro Arg Asn Ser Trp Gin Lys Asp Gly Gin 
2900 2905 2910 

Pro Leu Leu Glu Asp Asp His His Lys Phe Leu Ser Asn Gly Arg He 
2915 2920 2925 



155 



Leu Gin lie Leu Asn Thr Gin lie Thr Asp lie Gly Arg Tyr Val Cys 
2930 2935 2940 

Val Ala Glu Asn Thr Ala Gly Ser Ala Lys Lys Tyr Phe Asn Leu Asn 
2945 2950 2955 2960 

Val His Val Pro Pro Ser Val lie Gly Pro Lys Ser Glu Asn Leu Thr 
2965 2970 2975 

Val Val Val Asn Asn Phe lie Ser Leu Thr Cys Glu Val Ser Gly Phe 
2980 2985 2990 

Pro Pro Pro Asp Leu Ser Trp Leu Lys Asn Xaa Gin Pro lie Lys Leu 
2995 3000 3005 

Asn Thr Asn Thr Leu lie Val Pro Gly Gly Arg Thr Leu Gin lie lie 
3010 3015 3020 

Arg Ala Lys Val Ser Asp Gly Gly Glu Tyr Thr Cys lie Ala lie Asn 
3025 3030 3035 3040 

Xaa Ala Gly Glu Ser Lys Lys Lys Phe Ser Leu Thr Val Tyr Val Pro 
3045 3050 3055 

Pro Ser lie Lys Asp His Asp Ser Glu Ser Leu Ser Val Val Asn Val 
3060 3065 3070 

Arg Glu Gly Thr Ser Val Ser Leu Glu Cys Glu Ser Asn Ala Val Pro 
3075 3080 3085 

Pro Pro Val lie Thr Trp Tyr Lys Asn Gly Arg Met lie Thr Glu Ser 
3090 3095 3100 

Thr His Val Glu lie Leu Ala Asp Gly Gin Met Leu His lie Lys Lys 
3105 3110 3115 3120 

Ala Glu Val Ser Asp Thr Gly Gin Tyr Val Cys Arg Ala lie Asn Val 
3125 ■ 3130 3135 

Ala Gly Arg Asp Asp Lys Asn Phe His Leu Asn Val Tyr Val Pro Pro 
3140 3145 3150 

Ser lie Glu Gly Pro Glu Arg Glu Val lie Val Glu Thr lie Ser Asn 
3155 3160 3165 

Pro Val Thr Leu Thr Cys Asp Ala Thr Gly lie Pro Pro Pro Thr lie 
3170 3175 3180 

Ala Trp Leu Lys Asn Tyr Lys Arg lie Glu Asn Ser Asp Ser Leu Glu 
3185 3190 3195 3200 

Val Arg lie Leu Ser Gly Gly Ser Lys Leu Gin lie Ala Arg Ser Gin 
3205 3210 3215 

His Ser Asp Ser Gly Asn Tyr Thr Cys lie Ala Ser Asn Met Glu Gly 
3220 3225 3230 
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Lys Ala Gin Lys Tyr Tyr Phe Leu Ser lie Gin Val Pro Pro Ser Val 
3235 3240 3245 



Ala Gly Ala Glu lie Pro Ser Asp Val Ser Val Leu Leu Gly Glu Asn 
3250 3255 3260 

Val Glu Leu Val Cys Asn Ala Asn Gly lie Pro Thr Pro Leu lie Gin 
3265 3270 3275 3280 

Trp Leu Lys Asp Gly Lys Pro lie Ala Ser Gly Glu Thr Glu Arg lie 
3285 3290 3295 

Arg Val Ser Ala Asn Gly Ser Thr Leu Asn lie Tyr Gly Ala Leu Thr 
3300 3305 3310 

Ser Asp Thr Gly Lys Tyr Thr Cys Val Ala Thr Asn Pro Ala Gly Glu 
3315 3320 3325 

Glu Asp Arg lie Phe Asn Leu Asn Val Tyr Val Thr Pro Thr lie Arg. 
3330 3335 3340 

Gly Asn Lys Asp Glu Ala Glu Lys Leu Met Thr Tyr Val Asp Thr Ser . 
3345 3350 3355 3360 

lie Asn lie Glu Cys Arg Xaa Thr Gly Thr Pro Pro Pro Gin lie Asn 
3365 3370 3375 

Trp Leu Lys Asn Gly Leu Pro Leu Pro Leu Ser Ser His lie Arg Leu 
3380 3385 3390 

Leu Ala Ala Gly Gin Val lie Arg lie Val Arg Ala Gin Val Ser Asp 
3395 3400 3405 

Val Ala Val Tyr Thr Cys Val Ala Ser Asn Arg Ala Gly Val Asp Asn 
3410 3415 3420 

Lys His Tyr Asn Leu Gin Val Phe Ala Pro Pro Asn Met Asp Asn Ser 
3425 3430 3435 3440 

Met Gly Thr Glu Glu lie Thr Val Leu Lys Gly Ser Ser Thr Ser Met 
3445 3450 3455 

Ala Cys lie Thr Asp Gly Thr Pro Ala Pro Ser Met Ala Trp Leu Arg 
3460 3465 3470 

Asp Gly Gin Pro Leu Gly Leu Asp Ala His Leu Thr Val Ser Thr His 
3475 3480 3485 

Gly Met Val Leu Gin Leu Leu Lys Ala Glu Thr Glu Asp Ser Gly Lys 
3490 3495 3500 

Tyr Thr Cys lie Ala Ser Asn Glu Ala Gly Glu Val Ser Lys His Phe 
3505 3510 3515 3520 

lie Leu Lys Val Leu Glu Pro Pro His lie Asn Gly Ser Glu Glu His 
3525 3530 3535 
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Glu Glu lie Ser Val lie Val Asn Asn Pro Leu Glu Leu Thr Cys lie 
3540 3545 3550 



Ala Ser Gly lie Pro Ala Pro Lys Met Thr Trp Met Lys Asp Gly Arg 
3555 3560 3565 

Pro Leu Pro Gin Thr Asp Gin Val Gin Thr Leu Gly Gly Gly Glu Val 
3570 3575 3580 

Leu Arg lie Ser Thr Ala Gin Val Glu Asp Thr Gly Arg Tyr Thr Cys 
3585 3590 3595 3600 

Leu Ala Ser Ser Pro Ala Gly Asp Asp Asp Lys Glu Tyr Leu Val Arg 
3605 3610 3615 

Val His Val Pro Pro Asn lie Ala Gly Thr Asp Glu Pro Arg Asp lie 
3620 3625 3630 

Thr Val Leu Arg Asn Arg Gin Val Thr Leu Glu Cys Lys Ser Asp Ala 
3635 3640 3645 

Val Pro Pro Pro Val lie Thr Trp Leu Arg Asn Gly Glu Arg Leu Gin 
3650 3655 3660 

Ala Thr Pro Arg Val Arg lie Leu Ser Gly Gly Arg Tyr Leu Gin lie 
3665 3670 3675 3680 

Asn Asn Ala Asp Leu Gly Asp Thr Ala Asn Tyr Thr Cys Val Ala Ser 
3685 3690 3695 

Asn lie Ala Gly Lys Thr Thr Arg Glu Phe lie Leu Thr Val Asn Val 
3700 3705 3710 

Pro Pro Asn lie Lys Gly Gly Pro Gin Ser Leu Val lie Leu Leu Asn 
3715 3720 3725 



Lys Ser Thr Val Leu Glu Cys lie 
3730 3735 

lie Thr Trp Arg Lys Asp Gly Ala 
3745 3750 

Tyr Ser lie Leu Glu Asn Gly Phe 
3765 



Ala Glu Gly Val Pro Thr Pro Arg 
3740 

Val Leu Ala Gly Asn His Ala Arg 
3755 3760 

Leu His lie Gin Ser Ala His Val 
3770 3775 



Thr Asp Thr Gly Arg Tyr Leu Cys Met Ala Thr Asn Ala Ala Gly Thr 
3780 3785 3790 

Asp Arg Arg Arg lie Asp Leu Gin Val His Val Pro Pro Ser lie Ala 
3795 3800 3805 

Pro Gly Pro Thr Asn Met Thr Val lie Val Asn Val Gin Thr Thr Leu 
3810 3815 3820 

Ala Cys Glu Ala Thr Gly lie Pro Lys Pro Ser lie Asn Trp Arg Lys 
3825 3830 3835 3840 
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Asn Gly His Leu Leu Asn Val Asp Gin Asn Gin Asn Ser Tyr Arg Leu 
3845 3850 3855 

Leu Ser Ser Gly Ser Leu Val lie lie Ser Pro Ser Val Asp Asp Thr 
3860 3865 3870 

Ala Thr Tyr Glu Cys Thr Val Thr Asn Gly Ala Gly Asp Asp Lys Arg 
3875 3880 3885 

Thr Val Asp Leu Thr Val Gin Val Pro Pro Ser lie Ala Asp Glu Pro 
3890 3895 3900 

Thr Asp Phe Leu Val Thr Lys His Ala Pro Ala Val lie Thr Cys Thr 
3905 3910 3915 3920 

Ala Ser Gly Val Pro Phe Pro Ser lie His Trp Thr Lys Asn Gly lie 
3925 3930 3935 

Arg Leu Leu Pro Arg Gly Asp Gly Tyr Arg lie Leu Ser Ser Gly Ala 
3940 3945 3950 

lie Glu lie Leu Ala Thr Gin Leu Asn His Ala Gly Arg Tyr Thr Cys 
3955 3960 3965 

Val Ala Arg Asn Ala Ala Gly Ser Ala His Arg His Val Thr Leu His 
3970 3975 3980 

Val His Glu Pro Pro Val lie Gin Pro Gin Pro Ser Glu Leu His Val 
3985 3990 3995 4000 

lie Leu Asn Asn Pro lie Leu Leu Pro Cys Glu Ala Thr Gly Thr Pro 
4005 4010 4015 

Ser Pro Phe lie Thr Trp Gin Lys Glu Gly lie Asn Val Asn Thr Ser 
4020 4025 4030 

Gly Arg Asn His Ala Val Leu Pro Ser Gly Gly Leu Gin lie Ser Arg 
4035 4040 4045 

Ala Val Arg Glu Asp Ala Gly Thr Tyr Met Cys Val Ala Gin Asn Pro 
4050 4055 4060 

Ala Gly Thr Ala Leu Gly Lys lie Lys Leu Asn Val Gin Val Pro Pro 
4065 4070 4075 4080 

Val lie Ser Pro His Leu Lys Glu Tyr Val lie Ala Val Asp Lys Pro 
4085 4090 4095 

lie Thr Leu Ser Cys Glu Ala Asp Gly Leu Pro Pro Pro Asp lie Thr 
4100 4105 4110 

Trp His Lys Asp Gly Arg Ala lie Val Glu Ser lie Arg Gin Arg Val 
4115 4120 4125 

Leu Ser Ser Gly Ser Leu Gin lie Ala Phe Val Gin Pro Gly Asp Ala 
4130 4135 4140 
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Gly His Tyr Thr Cys Met Ala Ala Asn Val Ala Gly Ser Ser Ser Thr 
4145 4150 4155 4160 

Ser Thr Lys Leu Thr Val His Val Pro Pro Arg lie Arg Ser Thr Glu 
4165 4170 4175 

Gly His Tyr Thr Val Asn Glu Asn Ser Gin Ala lie Leu Pro Cys Val 
4180 4185 4190 

Ala Asp Gly lie Pro Thr Pro Ala lie Asn Trp Lys Lys Asp Asn Val 
4195 4200 4205 

Leu Leu Ala Asn Leu Leu Gly Lys Tyr Thr Ala Glu Pro Tyr Gly Glu 
4210 4215 4220 

Leu lie Leu Glu Asn Val Val Leu Glu Asp Ser Gly Phe Tyr Thr Cys 
4225 4230 4235 4240 

Val Ala Asn Asn Ala Ala Gly Glu Asp Thr His Thr Val Ser Leu Thr 
4245 4250 4255 

Val His Val Leu Pro Thr Phe Thr Glu Leu Pro Gly Asp Val Ser Leu 
4260 4265 4270 

Asn Lys Gly Glu Gin Leu Arg Leu Ser Cys Lys Ala Thr Gly lie Pro 
4275 4280 \ 4285 

/ 

Leu Pro Lys Leu Thr Trp Thr Phe Asn Asn Asn lie lie Pro Ala His 
4290 4295 4300 

Phe Asp Ser Val Asn Gly His Ser Glu Leu Val lie Glu Arg Val Ser 
4305 4310 4315 4320 

Lys Glu Asp Ser Gly Thr Tyr Val Cys Thr Ala Glu Asn Ser Val Gly 
4325 4330 4335 

Phe Val Lys Ala Thr Gly Phe Val" Tyr Val Lys Glu Pro Pro Val Phe 
4340 4345 4350 

Lys Gly Asp Tyr Pro Ser Asn Trp lie Glu Pro Leu Gly Gly Asn Ala 
4355 4360 4365 

lie Leu Asn Cys Glu Val Lys Gly Asp Pro Thr Pro Thr lie Gin Trp 
4370 4375 4380 

Asn Arg Lys Gly Val Asp lie Glu lie Ser His Arg lie Arg Gin Leu 
4385 4390 4395 4400 

Gly Asn Gly Ser Leu Ala lie Tyr Gly Thr Val Asn Glu Asp Ala Gly 
4405 4410 4415 

Asp Tyr Thr Cys Val Ala Thr Asn Glu Ala Gly Val Val Glu Arg Ser 
4420 4425 4430 

Met Ser Leu Thr Leu Gin Ser Pro Pro lie lie Thr Leu Glu Pro Val 
4435 4440 4445 
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Glu Thr Val lie Asn Ala Gly Gly Lys lie lie Leu Asn Cys Gin Ala 
4450 4455 4460 

Thr Gly Glu Pro Gin Pro Thr lie Thr Trp Ser Arg Gin Gly His Ser 
4465 4470 4475 4480 

lie Ser Trp Asp Asp Arg Val Asn Val Leu Ser Asn Asn Ser Leu Tyr 
4485 4490 4495 

lie Ala Asp Ala Gin Lys Glu Asp Thr Ser Glu Phe Glu Cys Val Ala 
4500 4505 4510 

Arg Asn Leu Met Gly Ser Val Leu Val Arg Val Pro Val lie Val Gin 
4515 4520 4525 

Val His Gly Gly Phe Se'r Gin Trp Ser Ala Trp Arg Ala Cys Ser Val 
4530 4535 4540 

Thr Cys Gly Lys Gly lie Gin Lys Arg Ser Arg Leu Cys Asn Gin Pro 
4545 4550 4555 4560 

Leu Pro Ala Asn Gly Gly Lys Pro Cys Gin Gly Ser Asp Leu Glu Met 
4565 4570 4575 

Arg Asn Cys Gin Asn Lys Pro Cys Pro Val Asp Gly Ser Trp Ser Glu 
4580 4585 4590 

Trp Ser Leu Trp Glu Glu Cys Thr Arg Ser Cys Gly Arg Gly Asn Gin 
4595 4600 4605 

Thr Arg Thr Arg Thr Cys Asn Asn Pro Ser Val Gin His Gly Gly Arg 
4610 4615 4620 

Pro Cys Glu Gly Asn Ala Val Glu lie lie Met Cys Asn lie Arg Pro 
4625 4630 4635 4640 

Cys Pro Val His Gly Ala Trp Ser Ala Trp Gin Pro Trp Gly Thr Cys 
4645 4650 4655 

Ser Glu Ser Cys Gly Lys Gly Thr Gin Thr Arg Ala Arg Leu Cys Asn 
4660 4665 4670 

Asn Pro Pro Pro Ala Phe Gly Gly Ser Tyr Cys Asp Gly Ala Glu Thr 
4675 4680 4685 

Gin Met Gin Val Cys Asn Glu Arg Asn Cys Pro lie His Gly Lys Trp 
4690 4695 4700 

Ala Thr Trp Ala Ser Trp Ser Ala Cys Ser Val Ser Cys Gly Gly Gly 
4705 4710 4715 4720 

Ala Arg Gin Arg Thr Arg Gly Cys Ser Asp Pro Val Pro Gin Tyr Gly 
4725 4730 4735 

Gly Arg Lys Cys Glu Gly Ser Asp Val Gin Ser Asp Phe Cys Asn Ser 
4740 4745 4750 
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Asp Pro Cys Pro Thr His Gly Asn Trp Ser Pro Trp Ser Gly Trp Gly 
4755 4760 4765 



Thr Cys Ser Arg Thr Cys Asn Gly Gly Gin Met Arg Arg Tyr Arg Thr 
4770 4775 4780 

Cys Asp Asn Pro Pro Pro Ser Asn Gly Gly Arg Ala Cys Gly Gly Pro 
4785 4790 4795 4800 

Asp Ser Gin lie Gin Arg Cys Asn Thr Asp Met Cys Pro Val Asp Gly 
4805 4810 4815 

Ser Trp Gly Ser Trp His Ser Trp Ser Gin Cys Ser Ala Ser Cys Gly 
4820 4825 4830 

Gly Gly Glu Lys Thr Arg Lys Arg Leu Cys Asp His Pro Val Pro Val 
4835 4840 4845 

Lys Gly Gly Arg Pro Cys Pro Gly Asp Thr Thr Gin Val Thr Arg Cys 
4850 4855 4860 

Asn Val Gin Ala Cys Pro Gly Gly Pro Gin Arg Ala Arg Gly Ser Val 
4865 4870 4875 4880 

lie Gly Asn lie Asn Asp Val Glu Phe Gly lie Ala Phe Leu Asn Ala 
4885 4890 4895 

Thr lie Thr Asp Ser Pro Asn Ser Asp Thr Arg lie lie Arg Ala Lys 
4900 4905 4910 

lie Thr Asn Val Pro Arg Ser Leu Gly Ser Ala Met Arg Lys lie Val 
4915 4920 4925 

Ser lie Leu Asn Pro lie Tyr Trp Thr Thr Ala Lys Glu lie Gly Glu 
4930 4935 4940 

Ala Val Asn Gly Phe Thr Leu Thr Asn Ala Val Phe Lys Arg Glu Thr 
4945 4950 4955 4960 

Gin Val Glu Phe Ala Thr Gly Glu lie Leu Gin Met Ser His lie Ala 
4965 4970 4975 

Arg Gly Leu Asp Ser Asp Gly Ser Leu Leu Leu Asp lie Val Val Ser 
4980 4985 4990 

Gly Tyr Val Leu Gin Leu Gin Ser Pro Ala Glu Val Thr Val Lys Asp 
4995 5000 5005 

Tyr Thr Glu Asp Tyr He Gin Thr Gly Pro Gly Gin Leu Tyr Ala Tyr 
5010 5015 5020 

Ser Thr Arg Leu Phe Thr He Asp Gly He Ser He Pro Tyr Thr Trp 
5025 5030 5035 5040 

Asn His Thr Val Phe Tyr Asp Gin Ala Gin Gly Arg Met Pro Phe Leu 
5045 5050 5055 
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Val Glu Thr Leu His Ala Ser Ser Val Glu Ser Asp Tyr Asn Gin lie 
5060 5065 5070 

Glu Glu Thr Leu Gly Phe Lys lie His Ala Ser lie Ser Lys Gly Asp 
5075 5080 5085 

Arg Ser Asn Gin Cys Pro Ser Gly Phe Thr Leu Asp Ser Val Gly Pro 
5090 5095 5100 

Phe Cys Ala Asp Glu Asp Glu Cys Ala Ala Gly Asn Pro Cys Ser His 
5105 5110 5115 5120 

Ser Cys His Asn Ala Met Gly Thr Tyr Tyr Cys Ser Cys Pro Lys Gly 
5125 5130 5135 

Leu Thr lie Ala Ala Asp Gly Arg Thr Cys Gin Asp lie Asp Glu Cys 
5140 5145 5150 

Ala Leu Gly Arg His Thr Cys His Ala Gly Gin Asp Cys Asp Asn Thr 
5155 5160 5165 

lie Gly Ser Tyr Arg Cys Val Val Arg Cys Gly Ser Gly Phe Arg Arg 
5170 5175 5180 

Thr Ser Asp Gly Leu Ser Cys Gin Asp lie Asn Glu Cys Gin Glu Ser 
5185 5190 5195 5200 

Ser Pro Cys His Gin Arg Cys Phe Asn Ala lie Gly Ser Phe His Cys 
5205 5210 5215 

Gly Cys Glu Pro Gly Tyr Gin Leu Lys Gly Arg Lys Cys Met Asp Val 
5220 5225 5230 

Asn Glu Cys Arg Gin Asn Val Cys Arg Pro Asp Gin His Cys Lys Asn 
5235 5240 5245 

Thr Arg Gly Gly Tyr Lys Cys lie Asp Leu Cys Pro Asn Gly Met Thr 
5250 5255 5260 

Lys Ala Glu Asn Gly Thr Cys lie Asp lie Asp Glu Cys Lys Asp Gly 
5265 5270 5275 5280 

Thr His Gin Cys Arg Tyr Asn Gin lie Cys Glu Asn Thr Arg Ser Ser 
5285 5290 5295 

Tyr Arg Cys Val Cys Pro Arg Gly Tyr Arg Ser Gin Gly Val Gly Arg 
5300 5305 5310 

Pro Cys Met Asp lie Asp Glu Cys Glu Gin Val Pro Lys Pro Cys Ala 
5315 5320 5325 

His Gin Cys Ser Asn Thr Pro Gly Ser Phe Lys Cys lie Cys Pro Pro 
5330 5335 5340 

Gly Gin His Leu Leu Gly Asp Gly Lys Ser Cys Ala Gly Leu Glu Arg 
5345 5350 5355 5360 
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Leu Pro Asn Tyr Gly Thr Gin Tyr Ser Ser Tyr Asn Leu Ala Arg Phe 
5365 5370 5375 



Ser Pro Val Arg Asn Asn Tyr Gin Pro Gin Gin His Tyr Arg Gin Tyr 
5380 5385 5390 

Ser His Leu Tyr Ser Ser Tyr Ser Glu Tyr Arg Asn Ser Arg Thr Ser 
5395 5400 5405 

Leu Ser Arg Thr Arg Arg Thr lie Arg Lys Thr Cys Pro Glu Gly Ser 
5410 5415 5420 

Glu Ala Ser His Asp Thr Cys Val Asp lie Asp Glu Cys Glu Asn Thr 
5425 5430 5435 5440 

Asp Ala Cys Gin His Glu Cys Lys Asn Thr Phe Gly Ser Tyr Gin Cys 
5445 5450 5455 

lie Cys Pro Pro Gly Tyr Gin Leu Thr His Asn Gly Lys Thr Cys Gin 
5460 5465 5470 

Asp lie Asp Glu Cys Leu Glu Gin Asn Val His Cys Gly Pro Asn Arg 
5475 5480 5485 

Met Cys Phe Asn Met Arg Gly Ser Tyr Gin Cys lie Asp Thr Pro Cys 
5490 5495 5500 

Pro Pro Asn Tyr Gin Arg Asp Pro Val Ser Gly Phe Cys Leu Lys Asn 
5505 5510 5515 5520 

Cys Pro Pro Asn Asp Leu Glu Cys Ala Leu Ser Pro Tyr Ala Leu Glu 
5525 5530 5535 

Tyr Lys Leu Val Ser Leu Pro Phe Gly lie Ala Thr Asn Gin Asp Leu 
5540 5545 5550 

lie Arg Leu Val Ala Tyr Thr Gin Asp Gly Val Met His Pro Arg Thr 
5555 5560 5565 

Thr Phe Leu Met Val Asp Glu Glu Gin Thr Val Pro Phe Ala Leu Arg 
5570 5575 5580 

Asp Glu Asn Leu Lys Gly Val Val Tyr Thr Thr Arg Pro Leu Arg Glu 
5585 5590 5595 5600 

Ala Glu Thr Tyr Arg Met Arg Val Arg Ala Ser Ser Tyr Ser Ala Asn 
5605 5610 5615 

Gly Thr lie Glu Tyr Gin Thr Thr Phe lie Val Tyr lie Ala Val Ser 
5620 5625 5630 



Ala Tyr Pro Tyr 
5635 



<210> 94 
<211> 63 
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<212> PRT 

<213> Homo sapiens 



<400> 94 

Leu Glu Gly Glu Ser Val Thr Leu Thr Cys Pro Ala Ser Gly Asp Pro 
1 5 10 15 

Val Pro Asn lie Thr Trp Leu Lys Asp Gly Lys Pro Leu Pro Glu Ser 
20 25 ^ 30 

Arg Val Val Ala Ser Gly Ser Thr Leu Thr lie Lys Asn Val Ser Leu 
35 40 45 

Glu Asp Ser Gly Leu Tyr Thr Cys Val Ala Arg Asn Ser Val Gly 
50 55 60 



<210> 95 
<211> 81 
<212> PRT 

<213> Homo sapiens 



<400> 95 

Val Lys Glu Gly Glu Ser Val Thr Leu Ser Cys Glu Ala Ser Gly Asn 
1 5 10 15 



Pro Pro Pro Thr Val Thr Trp Tyr Lys Gin Gly Gly Lys Leu Leu Ala 

2 0 25 3 0 

Glu Ser Gly Arg Phe Ser Val Ser Arg Ser Gly Gly Asn Ser Thr Leu 

35 40 45 



Thr He Ser Asn Val Thr Pro Glu Asp Ser Gly Thr Tyr Thr Cys Ala 
50 55 60 

Ala Thr Asn Ser Ser Gly Ser Ala Ser Ser Gly Thr Thr Leu Thr Val 

65 70 75 80 



Leu 



<210> 96 
<211> 629 
<212> PRT 

<213> Mus musculus 
<400> 96 

Gin Ala Ala Arg Gly Arg Thr Arg Lys Gly Lys Tyr Cys Leu Gin Leu 
1 5 10 ~ 15 

Ser Pro Phe He Leu Trp Phe Leu Arg Leu Asp Asn Leu He Phe His 
20 25 30 

Pro Glu Lys Ala Glu Val Leu Ala Val Leu Asp Trp Glu Leu Ser Thr 
35 40 " 45 
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Leu Gly Asp Pro Phe Ala Asp Val Ala Tyr Ser Cys Leu Ala Tyr Tyr 
50 55 60 



Leu Pro Ser Ser Phe Pro lie Leu Arg Gly Phe Arg Asp Gin Asp Val 
65 70 75 80 

Thr Lys Leu Gly lie Pro Thr Val Glu Glu Tyr Phe Arg Met Tyr Cys 
85 90 95 

Leu Asn Met Gly lie Pro Pro lie Asp Asn Trp Asn Phe Tyr Met Ala 
100 105 110 

Phe Ser Phe Phe Arg Val Ala Ala lie Leu Gin Gly Val Tyr Lys Arg 
115 120 125 

Ser Leu Thr Gly Gin Ala Ser Ser Ala Thr Ala Gin Gin Ser Gly Lys 
130. 135 140 

Leu Thr Glu Ser Met Ala Glu Leu Ala Trp A.sp Phe Ala Thr Lys Glu 
145 150 155 160 

Gly Phe Arg Val Phe Lys Glu Met Pro Ala Thr Lys Thr Leu Ser Arg 
165 170 175 

Ser Tyr His Ala Trp Ala Gly Pro Arg Ser Pro Arg Thr Pro Lys Gly 
180 185 190 

Val Arg Gly His Ser Thr Val Ala Ala Ala Ser Pro Ser His Glu Ala 
195 200 205 

Lys Gly Gly Leu Val lie Ser Pro Glu Gly Leu Ser Pro Ala Val Arg 
210 215 220 

Lys Leu Tyr Glu Gin Leu Val Gin Phe lie Glu Gin Lys Val Tyr Pro 
225 230 235 240 

Leu Glu Pro Glu Leu Gin Arg His Gin Ala Ser Ala Asp Arg Trp Ser 
245 250 255 

Pro Ser Pro Leu lie Glu Asp Leu Lys Glu Lys Ala Lys Ala Glu Gly 
260 265 270 

Leu Trp Asn Leu Phe Leu Pro Leu Glu Thr Asp Pro Glu Lys Lys Tyr 
275 280 285 

Gly Ala Gly Leu Thr Asn Val Glu Tyr Ala His Leu Cys Glu Val Met 
290 295 300 

Gly Met Ser Leu Tyr Ala Ser Glu He Phe Asn Cys Ser Ala Pro Asp 
305 310 315 320 

Thr Gly Asn Met Glu He Leu Val Arg Tyr Gly Thr Glu Glu Gin Lys 
325 330 335 

Ala Arg Trp Leu Val Pro Leu Leu Glu Gly Arg He Arg Ser Cys Phe 
340 345 350 



166 



Ala Met Thr Glu Pro Gin Val Ala Ser Ser Asp Ala Ser Asn lie Glu 
355 360 365 



Ala Ser lie Lys Glu Glu Asp Gly Cys Tyr Val lie Asn Gly His Lys 
370 375 380 

Trp Trp Thr Ser Gly lie Leu Asp Pro Arg Cys Lys Leu Cys Val Phe 
385 390 395 400 

Met Gly Lys Thr Asp Pro Gin Ala Pro Arg His Gin Gin Gin Ser Met 
405 410 415 

Leu Leu Val Pro Met Asp Ser Pro Gly lie Thr Val lie Arg Pro Leu 
420 425 430 

Ser Val Phe Gly Leu Glu Asp Pro Pro Gly Gly His Gly Glu Val Arg 
435 440 445 

Phe Lys Asp Val Arg Val Pro Lys Glu Asn lie Leu Leu Gly Pro Gly 
450 455 460 

Arg Gly Phe Glu lie Ala Gin Gly Arg Leu Gly Pro Gly Arg lie His 
465 470 475 480 

His Cys Met Arg Leu lie Gly Tyr Ser Glu Arg Ala Leu Ala Leu Met 
485 490 495 

Lys Thr Arg Val Met Ser Arg Thr Ala Phe Gly Lys Pro Leu Val Glu 
500 505 510 

Gin Gly Thr lie Leu Ala Asp lie Ala Arg Ser Arg Val Glu lie Glu 
515 520 525 

Gin Ala Arg Leu Leu Val Leu Lys Ala Ala His Leu Met Asp Val Ala 
530 535 540 

Gly Asn Lys Thr Ala Ala Leu Asp lie Ala Met lie Lys Met Val Val 
545 550 555 560 

Pro Ser Met Ala Tyr His Val lie Asp Arg Ala lie Gin Ala Phe Gly 
565 570 575 

Ala Ala Gly Leu Ser Ser Asp Tyr Pro Leu Ala Gin Phe Phe Gly Trp 
580 585 590 

Ala Arg Ala Leu Arg Phe Ala Asp Gly Pro Asp Glu Val His Gin Leu 
595 600 605 

Thr Val Ala Lys Met Glu Leu Lys Asn Gin Ser Arg Met Gin Glu Pro 
610 615 620 

Ala Val Pro Arg Val 
625 



<210> 97 
<211> 455 
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<212> PRT 

<213> Mus musculus 
<400> 97 

Met Glu Gin Arg Val Tyr Pro Ala Glu Pro Glu Leu Gin Ser His Gin 
15 10 15 

Ala Ser Ala Ala Arg Trp Ser Pro Ser Pro Leu lie Glu Asp Leu Lys 
20 25 30 

Glu Lys Ala Lys Ala Glu Gly Leu Trp Asn Leu Phe Leu Pro Leu Glu 
35 40 45 

Ala Asp Pro Glu Lys Lys Tyr Gly Ala Gly Leu Thr Asn Val Glu Tyr 
50 55 60 

Ala His Leu Cys Glu Leu Met Gly Thr Ser Leu Tyr Ala Pro Glu Val 
65 70 75 80 

Cys Asn Cys Ser Ala Pro Asp Thr Gly Asn Met Glu Leu Leu Val Arg 
85 90 95 

Tyr Gly Thr Glu Ala Gin Lys Ala Arg Trp Leu lie Pro Leu Leu Glu 
100 105 110 

Gly Lys Ala Arg Ser Cys Phe Ala Met Thr Glu Pro Gin Val Ala Ser 
115 120 125 

Ser Asp Ala Thr Asn lie Glu Ala Ser lie Arg Glu Glu Asp Ser Phe 
130 135 140 

Tyr Val lie Asn Gly His Lys Trp Trp lie Thr Gly lie Leu Asp Pro 
145 150 155 160 

Arg Cys Gin Leu Cys Val Phe Met Gly Lys Thr Asp Pro His Ala Pro 
165 170 175 

Arg His Arg Gin Gin Ser Val Leu Leu Val Pro Met Asp Thr Pro Gly 
180 185 190 

lie Lys lie lie Arg Pro Leu Thr Val Tyr Gly Leu Glu Asp Ala Pro 
195 200 205 

Gly Gly His Gly Glu Val Arg Phe Glu His Val Arg Val Pro Lys Glu 
210 215 220 

Asn Met Val Leu Gly Pro Gly Arg Gly Phe Glu lie Ala Gin Gly Arg 
225 230 235 240 

Leu Gly Pro Gly Arg lie His His Cys Met Arg Leu lie Gly Phe Ser 
245 250 255 

Glu Arg Ala Leu Ala Leu Met Lys Ala Arg Val Lys Ser Arg Leu Ala 
260 265 270 



Phe Gly Lys Pro Leu Val Glu Gin Gly Thr Val Leu Ala Asp lie Ala 
275 280 285 
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Gin Ser Arg Val Glu 
290 

Ala His Leu Met Asp 
3 05 

Ala Met He Lys Met 
325 

Arg Ala He Gin Lys 
340 

Ala Arg Arg Arg Gly 
355 

Ser Gly Lys Leu Val 
370 

Val Thr Ser Leu Gin 
385 

Leu Asp Thr Phe Trp 
405 

Trp Gin Leu Gin Gly 
420 

Ala Thr Ala Gly Gly 
435 

Asn Gly Met Gin Pro 
450 



He Glu Gin Ala Arg Leu 
295 

Leu Ala Gly Asn Lys Ala 
310 315 

Val Ala Pro Ser Met Ala 
330 

Thr Ser Leu Gin Glu Ala 
345 

Phe Ala Glu Gly Gin Gly 
360 

Phe Arg Leu Ser Val Pro 
375 

Pro Phe Ser Pro Ser Leu 
390 395 

Glu Ala Ser Gin Gly Cys 
410 

Ser Cys Leu Ala Ser Leu 
425 

Gly Leu Glu Thr Gin Asp 
44 0 

Thr Leu 
455 



Leu Val Leu Arg Ala 
300 

Ala Ala Leu Asp He 
320 

Ser Arg Val He Asp 
335 

Trp Ser Leu Phe Gin 

350 

Gly Ser Gly Thr Glu 
365 

Gly Trp Ala Gly Thr 
380 

Ser Ala Cys Gly Asn 
400 

Gly Thr Cys Leu Leu 
415 

Val Ser Arg Gly Ala 
430 

Leu Gly Ala Trp Glu 
445 



<210> 98 
<211> 415 
<212> PRT 

<213> Deinococcus radiodurans 
<400> 98 

Met Thr Met Phe Asp Thr Thr Pro Arg Ala Gin Asp Leu Arg Glu Arg 
15 10 15 

Leu Leu Arg Phe Met Asp Thr Tyr He Tyr Pro Asn Glu Ala Glu Phe 
20 25 30 

His Arg Gin Val Glu Ser Gly Glu Arg Trp Ala Pro Val Glu Leu He 
35 40 45 

Glu Glu Leu Lys Pro Lys Ala Arg Ala Glu Gly Leu Trp Asn Leu Phe 
50 55 60 

Leu Pro Pro Ala Ser Asp Pro Glu Gly Lys Phe Gly Ala Gly Leu Thr 
65 70 75 80 

Asn Leu Glu Tyr Ala Gly Leu Cys Glu He Met Gly Arg Val Trp Trp 
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85 90 95 

Ala Pro Glu Val Phe Asn Cys Asn Ala Pro Asp Thr Gly Asn Met Glu 
100 105 no 

Val lie Ala Arg Tyr Gly Thr Pro Glu Gin Gin Glu Gin Trp Leu Leu 
115 120 125 

Pro Leu Leu Asn Gly Glu lie Arg Ser Ala Phe Ser Met Thr Glu Pro 
130 135 140 

Gin Val Ala Ser Ser Asp Ala Thr Asn lie Glu Ala Gin lie Val Arg 
145 150 155 160 

Asp Gly Asp Glu Tyr Val lie Asn Gly Arg Lys Trp Trp Ser Ser Gly 
165 170 175 

Ala Gly Asp Ser Arg Cys Lys Val Ser He Phe Met Gly Lys Thr Asp 
180 185 190 

Pro Gin Ala Pro Arg His Leu Gin Gin Ser Met He Leu Val Pro Phe 
195 200 205 

Asp Ala Pro Gly Val Lys He Glu Arg Ala Leu Gin Val Phe Gly Phe 
210 215 220 

Asp Asp Ala Pro His Gly His Met Glu Met Ser Phe Asp Asn Val Arg 
225 230 235 240 

Val Pro Val Thr Asn Met Leu Leu Gly Glu Gly Arg Gly Phe Glu He 
245 250 255 

Ala Gin Gly Arg Leu Gly Pro Gly Arg He His His Cys Met Arg Leu 
260 265 270 

Val Gly Gin Ala Glu Arg Ala Leu Glu Leu Met He Glu Arg Ser Ala 
2 75 280 2 85 

Gin Arg He Ala Phe Gly Lys Pro Leu Ala Leu His Gin His Thr Arg 
2 90 2 95 300 

Glu Leu He Ala Gin Ser Arg Met Glu He Asp Gin Ala Arg Leu Leu 
305 310 315 ~ 320 

Thr Leu Lys Ala Ala His Thr Met Asp Thr Val Gly Asn Lys Asp Ala 
325 330 " 335 

Lys Gly Glu He Ala Ala He Lys Val Val Ala Pro Asn Met Ala Leu 
340 345 350 

Arg Val He Asp Arg Ala He Gin Val Tyr Gly Gly Ala Gly Val Cys 
355 360 365 

Gin Asp Thr Pro Leu Ala Met Met Tyr Ala Gin Ala Arg Thr Leu Arg 
370 375 380 



Leu Ala Asp Gly Pro Asp He Val His Thr Glu Thr Val Ala Lys Glu 
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385 



390 



395 



400 



Glu Leu Arg Arg Gin Gly Val Asp Leu Arg Ala Leu Ser Lys Arg 
405 410 " 415 



<210> 99 
<211> 409 
<212> PRT 

<213> Pseudomonas aeruginosa 
<400> 99 

Met Asp Phe Ala Tyr Ser Pro Lys Val Gin Glu Leu Arg Glu Arg Val 
1 5 10 15 

Ser Ala Phe Met Glu Ala His Val Tyr Pro Ala Glu Ala Val Phe Glu 
20 25 30 

Arg Gin Val Ala Glu Gly Asp Arg Trp Gin Pro Thr Ala He Met Glu 
35 40 45 

Glu Leu Lys Ala Lys Ala Lys Ala Glu Gly Leu Trp Asn Leu Phe Leu 
50 55 60 

Pro Glu Ser Glu Tyr Gly Ala Gly Leu Ala Asn His Glu Tyr Ala Pro 
65 70 75 80 

Leu Ala Glu He Met Gly Arg Ser Leu He Gly Pro Glu Pro Phe Asn 
85 90 95 

Cys Ala Ala Pro Asp Thr Gly Asn Met Glu Val Leu Val Arg Tyr Gly 
100 105 no 

Ser Glu Glu Gin Lys Arg Thr Trp Leu Glu Pro Leu Leu Ser Gly Glu ' 
115 120 125 

He Arg Ser Ala Phe Ala Met Thr Glu Pro Gly Val Ala Ser Ser Asp 
130 135 140 

Ala Thr Asn Met Glu Ala Arg Ala Glu Arg Gin Gly Asp Asp Trp Val 
145 150 155 " 160 

He Asn Gly Arg Lys Trp Trp Thr Ser Gly Ala Cys Asp Pro Arg Cys 
165 170 175 

Lys He Leu He Phe Met Gly Leu Thr Asn Pro Asp Ala Pro Arg His 
180 185 190 

Gin Gin His Ser Met He Leu Val Pro Val Asp Thr Pro Gly Val Lys 
195 200 205 

He Leu Arg Pro Leu Pro Val Phe Gly Tyr Asp Asp Ala Pro His Gly 
210 215 220 

His Ala Glu Val Leu Phe Glu Asn Val Arg Val Pro Tyr Glu Asn Val 
225 230 235 240 
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lie Leu Gly Glu 



Pro Gly Arg lie 
260 

Ala Leu Glu Leu 

275 

Lys Pro Leu Ala 
290 

Arg Met Glu lie 
305 

Met Met Asp Thr 



lie Lys Val Val 
340 

lie Gin Met His 
355 

Tyr Trp Tyr Ala 
370 

Glu Val His Arg 
385 

Pro Arg Glu Met 



Gly Arg Gly Phe 
24 5 

His His Cys Met 



Met Cys Lys Arg 
280 

Arg Leu Gly Gly 
295 

Asn Met Ala Arg 
310 

Val Gly Asn Lys 
325 

Ala Pro Asn Val 



Gly Gly Ala Gly 
360 

Met Gin Arg Thr 
375 

Ala Ala lie Gly 
390 

Leu Arg Ser Ser 
405 



Glu He Ala Gin 
250 

Arg Ser He Gly 
2 65 

Ala Val Ser Arg 



Asn He Asp His 
300 

Leu Leu Thr Leu 

315 

He Ala Gin Ser 
330 

Ala Leu Lys Val 
345 

Val Ser Asn Asp 



Leu Arg Leu Ala 
380 

Lys Phe Glu Leu 
395 

Arg 



Gly Arg Leu Gly 
255 

Met Ala Glu Arg 
270 

Thr Ala Phe Gly 
2 85 

He Ala Asp Ser 



Gin Ala Ala Tyr 
320 

Glu He Ala Gin 
335 

He Asp Arg Ala 
350 

Phe Pro Leu Ala 

365 

Asp Gly Pro Asp 



Gly Lys Tyr Val 
400 



<210> 100 
<211> 423 
<212> PRT 

<213> Arabidopsis thaliana 

<400> 100 ^ 

Met Asp Ala Val Gin Arg Asp Val Ser Pro Ser Tyr Glu Ser Leu Val 
15 10 15 

Asp Gly Ser Gly Arg Phe He Pro Asn Arg Lys Val Leu Glu Leu Arg 
20 25 30 

Gin Lys Leu He Lys Phe Met Glu Thr His He Tyr Pro Met Glu Asn 
35 40 45 

Glu Phe Ser Lys Leu Ala Gin Ser Asp Met Arg Trp Thr Val His Pro 
50 55 60 

Gin Glu Glu Lys Leu Lys Glu Met Ala Lys Arg Glu Gly Leu Trp Asn 
65 70 75 80 

Leu Phe Val Pro Ser Phe Asp Gin Leu Phe Gly Glu Gly Leu Thr Asn 
85 90 ~ 95 
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Leu Glu Tyr Gly Tyr Leu Cys Glu lie Met Gly Arg Ser Val Trp Ala 
100 105 110 

Pro Gin Val Phe Asn Cys Gly Ala Pro Asp Thr Gly Asn Met Glu Val 
115 120 125 

lie Leu Arg Tyr Gly Asn Lys Glu Gin He Ser Glu Trp Leu He Pro 
130 135 140 

Leu Leu Glu Gly Arg He Arg Ser Gly Phe Ala Met Thr Glu Pro Gin 
145 150 155 160 

Val Ala Ser Ser Asp Ala Thr Asn He Glu Cys Ser He Arg Arg Gin 
165 170 175 

Gly Asp Ser Tyr Val He Asn Gly Thr Lys Trp Trp Thr Ser Gly Ala 
180 185 * 190 

Met Asp Pro Arg Cys Arg Val Leu He Leu Met Gly Lys Thr Asp Phe 
195 2 00 2 05 

Asn Ala Pro Lys His Lys Gin Gin Ser Met He Leu Val Asp Met Arg 
210 215 220 

Thr Pro Gly He Ser Val Lys Arg Pro Leu Thr Val Phe Gly Phe Asp 
225 230 235 ~ 240 

Asp Ala Pro His Gly His Ala Glu He Ser Phe Glu Asn Val Val Val 
245 250 255 

Pro Ala Lys Asn He Leu Leu Gly Glu Gly Arg Gly Phe Glu He Ala 
260 265 270 

Gln-Gly Arg Leu Gly Pro Gly Arg Leu His His Cys Met Arg Leu He 
275 280 285 

Gly Ala Ala Glu Arg Gly Met Glu Leu Met Ala Gin Arg Ala Leu Ser 
290 295 300 

Arg Lys Thr Phe Gly Lys Phe He Ala Gin His Gly Ser Phe Val Ser 
305 310 315 320 

Asp Leu Ala Lys Leu Arg Val Glu Leu Glu Gly Thr Arg Leu Leu Val 
325 330 335 

Leu Glu Ala Ala Asp His Leu Asp Lys Phe Gly Asn Lys Lys Ala Arg 
340 345 ' 350 

Gly He Leu Ala Met Ala Lys Val Ala Ala Pro Asn Met Ala Leu Lys 
355 360 365 

Val Leu Asp Thr Ala He Gin Val His Gly Ala Ala Gly > Val Ser Ser 
370 375 380 

Asp Thr Val Leu Ala His Leu Trp Ala Thr Ala Arg Thr Leu Arg He 
385 390 395 400 
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Ala Asp Gly Pro Asp Glu Val His Leu Gly Thr He Gly Lys Leu Glu 
405 410 415 

Leu Gin Arg Ala Ser Lys Leu 
420 



<210> 101 
<211> 147 
<212> PRT 
<213> Homo sapiens 

<400> 101 

Gly Lys Gly Phe Lys Tyr Ala Met Lys Glu Leu Asp Met Glu Arg Leu 
1 5 10 15 

Val He Ala Ala Gin Ala Leu Gly He Ala Gin Gly Ala Leu Asp Glu 
20 25 30 

Ala He Pro Tyr Ala Lys Gin Arg Lys Gin Phe Gly Lys Pro Leu Ala 
35 40 45 

His Phe Gin Leu He Gin Phe Lys Leu Ala Asp Met Ala Thr Lys Leu 
50 55 60 

Glu Ala Ala Arg Leu Leu Leu Tyr Arg Ala Ala Trp Leu Ala Asp Arg 
65 70 75 80 

Gly Arg Pro Thr Ser Lys Glu Ala Ala Met Ala Lys Leu Phe Ala Ser 
85 90 "* 95 

Glu Ala Ala Met Gin Val Ala Asp Asp Ala Val Gin He Leu Gly Gly 
100 105 no 

Val Gly Tyr Thr Asn Asp Tyr Pro Val Glu Arg Phe Tyr Arg Asp Ala 
115 12 0 125 

Lys He Thr Gin He Tyr Glu Gly Thr Ser Glu He Gin Arg Leu Val 
130 135 140 

He Ala Arg 
145 



<210> 102 
<211> 101 
<212> PRT 
<213> Homo sapiens 

<400> 102 

Ala Leu Thr Glu Pro Gly Ala Gly 
1 5 

Thr Ala Glu Arg Lys Gly Asp Asp 
20 



Ser Asp Val Gly Ser He Lys Thr 
10 15 

Tyr He Leu Asn Gly Ser Lys Met 
25 30 
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Trp He Thr Asn Gly Gly Gin Ala 
35 40 

Thr Asp Pro Ala Pro Gly Lys Lys 
50 55 

Lys Asp Thr Pro Gly Phe His He 
65 70 

Leu Arg Ser Ser Asp Thr Cys Glu 
85 

Pro Glu Ser Asn He 
100 



Asp Trp Tyr He Val Leu Ala Val 
45 

Gly He Thr Ala Phe Leu Val Glu 
60 

Gly Lys Lys Glu Asp Lys Leu Gly 

75 " so 

Leu He Phe Glu Asp Val Arg Val 
90 95 



<210> 103 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 103 

gaggctctct ccagtaacat ca 

<210> 104 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 104 

actctccttg tcctctgagg cgctct 



<210> 105 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 105 

gcagtttggt tgtttggttt ac 



<210> 106 
<211> 22 
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<212> DMA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 106 

catagccctg tctcaagtct tg 

<210> 107 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 107 

ttccatctct tcagcaaatc ctctca 

<210> 108 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 108 

actcttccga catcacaaga aa 

<210> 109 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 109 

tgagaatcag atccatgaag ct 

<210> 110 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
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Sequence 
<400> 110 

ccattagctg ctctgaacac ctttgg 26 



<210> 111 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 111 

gtcgctgacc accacatata gt 22 



<210> 112 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 112 

ccacttctaa agccacattg tc 22 



<210> 113 
<211> 29 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 113 

tccacatctg gtcttgattt aatgtctga 29 



<210> 114 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 114 

cttctctttg tggggagatt tc 22 
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<210> 115 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 115 

aaagaaggat accagggtga tg 22 



<210> 116 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 116 

atgattgaac cttcaggtcc aattca 26 



<210> 117 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 117 

ggtaccattt ccctttggta ca 22 



<210> 118 
<211> 20 
<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 118 

ggaggctgaa ctggagaaaa 2 0 



<210> 119 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
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<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 119 

ccaccctgct tttgcaggaa aagtat 26 

<210> 120 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 120 

cttcaaggct ttgcaccata 20 



<210> 121 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 121 

tggagcagct cagaaaacat gt 22 



<210> 122 
<211> 25 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 122 

agaatcggtg gtcctgtcct tcccc 25 



<210> 123 
<211> 23 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 
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<400> 123 

catagctgtc ttccagggtg aac 



23 



<210> 124 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 124 

ggaggactct aatggttcca tt 22 



<210> 125 
<211> 23 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 



<210> 126 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 126 

cttcacgtca gctccagaat 2 0 



<210> 127 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 



Sequence 



<400> 125 

accttggtgc tcgccctgac agt 



23 



Sequence 



<400> 127 

ggaggactct aatggttcca tt 



22 



<210> 128 
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<211> 23 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 128 

accttggtgc tcgccctgac agt 23 



<210> 129 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 129 

ttcacgtcag ctccagaatc 20 



<210> 130 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 130 

aaggactttg gaaccttttc ct 22 



<210> 131 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR Primer 
Sequence 

<400> 131 

acccttagag gctgatcccg agaaaa 26 



<210> 132 
<211> 22 
<212> DNA 
<213> Artificial 

<220> 



Sequence 
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<223> Description of Artificial Sequence: PGR Primer 
Sequence 

<400> 132 

gatgtgcata ttccacattg gt 22 
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